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Foodborne Parasitology - Microscopy

Slide 1-2

Some parasites cannot be distinguished to the species 
level by microscopy techniques: some different species 

are morphologically identical; e.g., Entamoeba dispar vs. 
Entamoeba histolytica

Microscopy techniques lack sensitivity to detect of 
low number of parasites eggs, oocysts or cysts in 

food and  environmental samples; 
e.g., detection of Cyclospora cayetanensis in foods  

Major limitations of microscopy in foodborne parasitology

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the 
speakers



www.fda.gov

DNA-based detection

Sample Type

Stools
Water
Food

Slug/Snail
Animal material
Plant material

Anisakidae
Angiostrongylus cantonensis
Entamoeba spp. 
Cryptosporidium spp.   
Cyclospora spp. 
Diphyllobothrium spp.          
Giardia spp. 
Microsporidia                           
Trypanosoma cruzi
Toxoplasma gondii                   
Trichinella spp.

PCR/Real-Time PCR/ 

PCR+DNA Sequencing
Distinct pathogens – based 
on matches with DNA 
sequence databases

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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https://www.fda.gov/food/laboratory-methods-food/bacteriological-analytical-manual-bam
Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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https://www.fda.gov/food/laboratory-methods-food/bacteriological-analytical-manual-bam

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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https://www.fda.gov/food/laboratory-methods-food/bacteriological-analytical-manual-bam
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https://www.fda.gov/food/laboratory-methods-food/bacteriological-analytical-manual-bam
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BAM CHAPTER 19B
Matrix

Seedi
ng  
Lev
el

Positive
samples  

(80
tested)

% positive

cilantro

0 0 0.0%
5 25 31.3%
10 64 80.0%

200 80 100.0%

raspberries

0 0 0.0%
5 40 50.0%
10 72 90.0%

200 80 100.0%

Also approved for  
shredded carrots,  
and basil and 
parsley

Detection Limit  
is 5 oocysts

Slide 1-21
Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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US Cyclosporiasis Outbreaks - 2018
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A total of 2,299 domestically acquired lab confirmed cases of cyclosporiasis from 33 states 
with 160 hospitalizations 

511 laboratory-confirmed cases from 
15 states linked to consumption of 

salads from a quick-service restaurant 
chain in the Midwest.

250 laboratory-confirmed cases from 4 states 
linked to consumption of Fresh Produce 
vegetable trays containing broccoli, cauliflower, 
carrots, and dill dip.

Multiple sub-clusters identified in 6 
states and epidemiological studies 

conducted  3 states identified cilantro 
as a vehicle of interest.  A total of 14 

cases reported consumption of meals 
that included basil in 2 states.

“On July 26, 2018, the FDA completed final analysis of an unused package of romaine 
lettuce and carrot mix distributed to McDonald’s by the Fresh Express processor in 
Streamwood, IL. The analysis confirmed the presence of Cyclospora in that sample.” 
https://www.cdc.gov/parasites/cyclosporiasis/outbreaks/2018/b-071318/index.html

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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US Cyclosporiasis Outbreaks - 2018

Slide 1-12

“This outbreak was linked to McDonald’s salads sold in 14 states in the Midwest that 
contained a romaine lettuce and carrot mix supplied by Fresh Express. The FDA worked 
with McDonald’s to quickly remove implicated salad from the stores. Testing conducted 
by the FDA identified the parasite in an unopened package of the bagged salad mix, 
supporting epidemiologic evidence that the salad mix is the source of the outbreak.”

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.

“During our investigation, two 
samples of domestically grown 
romaine lettuce were also found 
to be positive for Cyclospora
even though they were not 
sourced from locations 
associated with the lettuce that 
was linked to this outbreak.
None of the romaine lettuce 
associated with these positive 
test results for Cyclospora went 
into the marketplace and all of 
the produce suspected of being 
contaminated was destroyed, 
preventing additional Cyclospora
illnesses from occurring.
However, these findings are 
important as they represent the 
second time that Cyclospora has 
been identified in produce 
grown in the U.S.”
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Preliminary application of mitochondrial markers in 
2018 positive samples 
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“On July 26, 2018, the FDA completed final analysis of an unused package of romaine lettuce 
and carrot mix distributed to McDonald’s by the Fresh Express processor in Streamwood, IL. 
The analysis confirmed the presence of Cyclospora in that sample.” 
https://www.cdc.gov/parasites/cyclosporiasis/outbreaks/2018/b-071318/index.html

This sample was reported by the Pacific Northwest Laboratory in one of the subs of romaine 
lettuce analyzed. This sub was positive using the BAM Chapter 19B method with a Ct of 37.9. 
The result indicated that the sample had a low concentration of oocysts in the 25g of 
romaine lettuce tested, e.g., less than 5 oocysts.

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Molecular Analysis- PCR and DNA sequencing

182 bp

1.B - Test DNA samples with mit3PCR  
which amplifies a 182 bp fragment from
C. cayetanensis mitochondrial genome

2.B - DNA sequencing analysis of the 182 bp amplicon produced by mit3PCR

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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https://www.fda.gov/food/sampling-protect-food-supply/microbiological-
surveillance-sampling-fy18-19-fresh-herbs-cilantro-basil-parsley-and-
processed

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.

https://www.fda.gov/food/sampling-protect-food-supply/microbiological-surveillance-sampling-fy18-19-fresh-herbs-cilantro-basil-parsley-and-processed
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FDA Surveillance to Estimate the Prevalence of Cyclospora 
cayetanensis  in Fresh Produce

(Using the BAM Chapter 19B method)

Slide 1-16
Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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LB302 FOODBORNE PARASITES TRAINING
Office of Training Education and Development (OTED)

Office of Regulatory Affairs
U.S. Food and Drug Administration

FDA/ORA Labs: ARKL, DENL, NFFL, PNL, PSSFL, SANFL, SFFL
• Multiple analysts at all FDA ORA micro labs are capable of executing BAM Chapter 19B.

DOD
• FADL-Food Analysis and Diagnostic Laboratory, Fort Sam Houston, TX

FERN Labs
• Minnesota Department of Agriculture, Laboratory Services Division
• North Carolina Dept. of Agriculture & Consumer Services
• California Department of Public Health
• Michigan Department of Agriculture and Rural Development
• Washington State Department of Agriculture
• Maryland Department of Health Laboratories Administration
• Hawaii Department of Health
• State of Wisconsin, Department of Agriculture
• NYC DOHMH Public Health Laboratory 
• University of Pennsylvania, New Bolton Center

Increasing the lab capacity for Cyclospora testing of produce in the US

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Reported U.S. cases of laboratory-confirmed, non-travel-associated 
cyclosporiasis in people with onset of illness during May–August, 2018*

As in 2013, 2014, 2015 and 2017 a large percentage of the 2018 cases could not be 
linked to any of the outbreaks/clusters identified through epidemiologic studies. 

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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US Cyclosporiasis Outbreaks - 2018

Slide 1-19

Approximately 14 
cases 

114 cases identified through 
epidemiological studies. 

Additional 42 cases 
(identified through 

interviews).   

1,368 cases that were not linked to the clusters above due 
to lack of statistically significant commonalities and other 

surveillance issues
That represented approximately 60% of the 2,299 

domestically acquired cases reported in 2018

Molecular Epidemiology

250 laboratory-
confirmed

511 laboratory-
confirmed cases 

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Cyclosporiasis due to Cyclospora cayetanensis
An Emerging Global Food Safety IssueGenomics and Molecular Epidemiology

A database to consolidate C. cayetanensis genome sequences was registered in 2016 named Cyclospora cayetanensis Genome Trakr (CycloTrakr)
https://www.ncbi.nlm.nih.gov/bioproject/357477

It currently contains 31 whole C. cayetanensis genome sequences and 
36 sequences from C. cayetanensis complete mitochondrial genomes. 
The sequence data was obtained from DNA extracted from clinical 
samples from patients diagnosed in the U.S. The content of this public 
database on NCBI is being provided by both FDA and CDC teams. A high-
quality reference whole genome assembly was generated and 
annotated by FDA is also available from this database.

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.

https://www.ncbi.nlm.nih.gov/bioproject/357477


www.fda.gov

Cyclosporiasis due to Cyclospora cayetanensis
An Emerging Global Food Safety IssueFrom Bench to Field

• A method that combines robust ultrafiltration using hollow fiber filters 
with sensitive and specific molecular detection was developed. 

• This method has a detection limit of 6 C. cayetanensis oocysts per 10L of 
agricultural water

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Participating 
Laboratories(5 days to execute)

MLV- Methodology and Lab Workflow

The MLV study is a validation of the process which begins at the backflush step.

Moffett Center

DNA Extraction 
and TaqMan 

qPCR 

Backflush 
filters

Concentration

Seed water 
samples

Collect agricultural  
water

Filter by 
DEUF

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Molecular Analysis- PCR and DNA sequencing

1.A- Test DNA samples with  
BAM Chapter 19B qPCR

Wells 6 to 19= water seeded  
with10,000 to 500 oocysts in 50L  
water samples

182 bp

1.B - Test DNA samples with mit3PCR  
which amplifies a 182 bp fragment from
C. cayetanensis mitochondrial genome

2.B - DNA sequencing analysis of the 182 bp amplicon produced by mit3PCR

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Research Challenges Ahead  

Slide 1-24

• Develop the new generation of molecular detection and genotyping techniques based on available genomic 
data (harmonization of those methods among federal agencies; FDA, CDC and USDA)

• Populate “CycloTrakr” with sequences from C. cayetanensis clinical and environmental samples obtained 
from different geographic areas where C. cayetanensis has been identified as a public health issue (e.g., U.S.,  
Guatemala, Peru, Mexico, etc.)

• Validate the new generation molecular methods for regulatory detection of C. cayetanensis 

• Understand how contamination of produce takes place at various levels

• Ascertain the prevalence of C. cayetanensis in food and in certain environmental samples that may impact 
food safety

• Validation of the BAM Chapter 19B method on a variety of food matrices

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Cyclosporiasis due to Cyclospora cayetanensis
An Emerging Global Food Safety IssueGenomics and Molecular Epidemiology

Research Collaboration Agreement between CDC and FDA

• Facilitates the sharing of specimens that are critical to the laboratory methods and tools 
that each Agency is developing

• Allows both FDA and CDC to develop and improve molecular epidemiology methods to 
detect clusters of cases in humans as well as detect and trace the parasite in a variety of 
samples without duplication of efforts

• Harmonize methodologies between the two sister agencies for detection, identification to 
species and genotype level to facilitate interventions and effective deployment of 
regulatory tools

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Thank you

FDA Parasitology
Research Team:  
Helen Murphy  
Hediye Cinar 
Gopal Gopinath  
Sonia Almeria  
Mauricio Durigan
Laura Ewing
Emma Patregnani
Joyce Njoroge

&
Alex da Silva

Slide 1-44Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Validation of Cyclospora cayetanensis detection method for 
regulatory use in different produce types

Association of Food and Drug Officials 
Webinar 

May 15th 2020

Sonia Almería, DVM, PhD
Research Microbiologist
FDA/CFSAN/OARSA/DVA

Laurel, MD
maria.almeria@fda.hhs.gov

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Validation of molecular detection of C. cayetanensis
BAM Chapter 19b method

• Regulatory Science Steering Committee 

• Microbiology Methods Validation Subcommittee 
(MMVS)

Non-culturable organisms: protozoa, RNA virus

https://www.fda.gov/media/83812/download

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Challenges on detection of Cyclospora in produce

 Absence of culture methods  
(animal models and in vitro cell 
culture) to grow the parasite

 Oocysts from clinical samples are 
the only source for scientific 
research

 Small number of oocysts detected 
in food samples compared to 
clinical samples

 Detection is challenging but 
molecular methods are available

 Recovery (washing) of oocysts from fruits 
and vegetables is very important

 Method development for detection in 
fresh produce and other foods:
– Implies need of multiple replicate 

tests
– Different concentrations of the 

parasite spiked into a range of  
different matrices

– Interlaboratory ring test trials

 Materials and scope of testing is still 
limited (genotyping, no viability test to 
date). 

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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In 2016 the U.S. FDA validated a method for the detection of C. cayetanensis in 
cilantro and raspberries based on SLV and MLV; published in the FDA Bacteriological 

Analytical Manual (BAM Chapter 19b)

https://www.fda.gov/Food/FoodScienceResearch/LaboratoryMethods/ucm553445.htm

Imported raspberries from 
Guatemala
1996: 1465 cases in Canada and 20 
states in the U.S. 
1997: 1012 cases In Canada and 14 
states in the U.S.
2000- Wedding cake-raspberries 
positive C. cayetanensis DNA
Cilantro:
2013: 631 cases of cyclosporiasis in 
25 states. 
2015: 546 cases of cyclosporiasis in 
31 states. 
2018: 53 cases

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.

https://www.fda.gov/Food/FoodScienceResearch/LaboratoryMethods/ucm553445.htm
https://www.google.com/url?sa=i&rct=j&q=&esrc=s&source=images&cd=&cad=rja&uact=8&ved=2ahUKEwjO2rDKg_PeAhUM31MKHVlHDMUQjRx6BAgBEAU&url=https://www.meijer.com/product/grocery/produce/fruit/berries-cherries/raspberries-6-oz/t1/t1-865/t2/t2-9971/t3/t3-175/t4/t4-254/7143001109.uts&psig=AOvVaw2MPKxoMLfG2-0ygIrXSZzb&ust=1543354960270546
https://www.google.com/url?sa=i&rct=j&q=&esrc=s&source=images&cd=&cad=rja&uact=8&ved=2ahUKEwjO2rDKg_PeAhUM31MKHVlHDMUQjRx6BAgBEAU&url=https://www.meijer.com/product/grocery/produce/fruit/berries-cherries/raspberries-6-oz/t1/t1-865/t2/t2-9971/t3/t3-175/t4/t4-254/7143001109.uts&psig=AOvVaw2MPKxoMLfG2-0ygIrXSZzb&ust=1543354960270546
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BAM Chapter 19B method protocol

1. Wash procedure to recover C. cayetanensis  oocysts
2. DNA Extraction from concentrated material
3. Identification to the species level by real time PCR amplification

https://www.fda.gov/Food/FoodScienceResearch/LaboatoryMethods/ucm553445.htm

1 2 3

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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3. Molecular Detection using TaqMan® Real-time PCR 

Duplex Reaction
1. Target the C. cayetanensis 18 S rRNA  gene (Verweij et al., 

2003)
2. Internal Amplification Control (IAC) 

IAC (cy5)
1E4 1E2 10

18S 
(FAM) 1E5 1

An internal amplification control (IAC) to monitor for 
potential matrix derived inhibition of the reaction

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.

Standard curve generated using: 
Traceable Synthetic Positive 

Control
Amplicon sequencing
Rule out false positives



www.fda.gov

Multilaboratory validation (MLV)

Seeding Level Detection Rates

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.



www.fda.gov

Multilaboratory validation (MLV)
in cilantro and raspberries

# Collaborating laboratories: 5
# Samples analyzed per replicate: 8; 2 analysts/lab

Detection Limit
is 5 oocysts

MLV Validation 
Results

Seeded samples with 
known numbers of 
oocysts submitted to 
the collaborating 
laboratories

https://www.fda.gov/Food/FoodScienceResearch/LaboatoryMethods/ucm553445.htm

Matrix
Seeding 

Level

Positive 
samples    

(80 tested) % positives

cilantro

0 0 0.0%
5 25 31.3%

10 64 80.0%
200 80 100.0%

raspberries

0 0 0.0%
5 40 50.0%

10 72 90.0%
200 80 100.0%

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Matrix Extensions

“FDA field microbiology labs analyze a huge variety of food matrices. Even so, methods 
used in FDA field laboratories for regulatory purposes must be evaluated for each 
food”
Matrix extensions only if no additional modifications to the method have been made

• Method to test a food (or foods) from the same category included in the original 
validation study
– Lettuce to spinach

• If the food (or foods) is not within the same category of food included in the original 
validation study an independent validation study will be required. Shredded carrots

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Cyclospora Matrix Extension in carrots

USA
• 2016. A restaurant-associated sub-cluster of 

Cyclosporiasis in Texas was epidemiologically 
linked to consumption of coleslaw containing 
shredded carrots and cabbage.  

• Investigations in Iowa and Nebraska indicated 
that some illnesses within those states may 
have been caused by a contaminated salad 
mix, containing several types of lettuce, red 
and green cabbage and carrots.

• 2018. 
– Vegetable trays with cauliflower, broccoli and 

carrots. 
– romaine/carrots mix salad

MMVS recommendations for ME: 
• Ten replicates needed to be tested at the 

fractional level (25-75% positive samples 
tested). 

• FDA’s C. cayetanensis BAM method protocol 
to recover oocysts from produce

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Carrots: 25 gr versus 50 gr seeded samples
SAMPLE SIZE (G) SELECTION

Matrix extensions in high-risk fresh produce: CARROTS

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.


Chart1

		10 oocysts		10 oocysts

		20 oocysts		20 oocysts

		200 oocysts		200 oocysts



MEAN CT VALUES

Mean CT value positive samples 50 g

Mean CT value positive samples 25 g

37.3

37.4

37.5

37.02

36.04

35.89



Nepal-25g carrots

				Raspberries								cilantro

		No oocysts seeded		No positive replicates		Ct values (Mean+- SD)				quantity standard curve		No oocysts seeded		No positive replicates		Ct values (Mean+- SD)								25 GR CARROTS		MAN CT VALUES

		0		0								0		0										10 OOCYSTS 25 G		20 OOCYSTS		200 OOCYSTS

		0		0								0		0										37.95		36.3		35.5

		0		0								0		0										37.55		37.7		37.9

		10		1		37.6						10		0										36.74		37.3		36.5

		10		0		38.82						10		0		38.48								37.55		36.5		35.05

		10		1		37.73						10		0								MEAN		37.4475		36.4		34.95

		10		1		37.38						10		0								ST		0.5079616127		35.9		35.53

		200		3		34.89±0.52						200		3		34.96±0.08										37.8		34.25

		200		3		35.58±1.76						200		3		35.11±0.23										37.5		37.38

		200		3		33.9±0.6						200		3		35.04±0.28										37.5		37.7

								36.86																		37.4		35.83

								4-Oct				10		1		37.6						MEAN				36.95		34.61

												10		2		37.52±0.22						ST				37		36.07

												200		3		32.69±0.16										37.0208333333		34.86

																										0.6169788317		36.28

								4-Nov				10		1		37.84												35.54

												10		0														37.5

												10		0														37.4

		9-Dec						9-Dec

		0		0						1/4 dilution (1209)		0		0				1/4 dilution (1209)

		0		0								0		0

		0		0								0		0

		10		0		39.29				37.71		10		0		38.73		und

		10		0		38,48-38,24				und		10		0		38.49		und

		10		1		35.95						10		0				und

		10				1		36.1				10		0		38.31		und

		200				1		33.3±0.28		33.27, 33.59, 33,04		200		1		34.11±0.37		34.12: 34.49; 33.74

		200				1		36.61±0.29		36.29; 36.86; 36,29		200		1		32.95±0.31		33.14: 33.11: 32.59

		200				1		35.76±1.08		35.31: 34.98: 37		200		1		32.9±0.20		33.13: 32.85: 32.73

				carrots (25 g)																								34.58

				No oocysts seeded		No positive replicates		Ct values (Mean+- SD)								1/4 dilutions				sample results				2-Dec				36.05

		21-Oct		0		0														% positive		Fraction positive						37.45

				0		0												0 oocysts		0		0 of 10						36.02

				0		0												10 oocysts		27.3		3 of 11		4 more				37.13

				20		2		37.0±0.99										20 oocysts		61.54		8 of 13		3 more				37.45

				20		2		36.9±0.56										50 oocysts		80		4 of 5						37.2

				20		2		36.15±0.35										200 oocysts		100		7 of 7		4 more		MEAN		35.8864285714

				50		1		37.7										400 oocysts		100		3 of 3				ST		1.1554593302

				50		1		36

				50		3		34.1±0.7

				400		3		32.3±0.66

				400		3		33.0±0.45

				400		3		31.1±0.26

		28-Oct		0		0

				10		0										0

				10		0										0

				10		0										0

				20		0		40.2								0

				20		0		38.7								37.52

				20		1		37.8

				200		1		35.5, 38.05

				200		1		37.9

				200		1		36.5, 38.3

				50		0		39.8								0

				50		0		38.3								37.25

												Repeated on 11/21

		4-Nov		0		0						0

				10		0						0				0

				10		1						1		37.95		0

				10		1						1		37.55		0

				10		1		38.2				1		36.74

				20		1		37.5				1		37.89

				20		1		37.5				1		37.56

				20		0		39.97				0		38.71		0

				20		0						0				0

		21-Nov		0		0

				10		0										0

				10		0										0

				10		0										0

				10		0										0

				20		1		37.4

				20		0										0

				20		0										0

				200		3		35.38±0.73

				200		2		36.59±0.76

				200		3		37.5±0.02

				200		2		37.3±0.1

		2-Dec		0		0

				10		0

				10		1		37.55		1.24 copies

				10		0

				10		0

				20		0

				20		1		36.97		1.85

				20		1		36.97		1.85

				200		3		35.90±1.56		5.2±3.55

				200		3		35.81±0.3		4.18±0.8

				200		3		34.57±0.3		9.9±2.1

				200		3		36.83±0.8		2.2±1.1





Nepal-50g carrots

		carrots																								CARROTS 50 G						%		CT value  or mean +-std		CT value mean

				sample 5-0 oocysts		und		und		und		und				neg												0oocysts: 0%		0/2		0

				sample 6-10 oocysts		und		und		und		und				neg												10 oocysts 1/5 samples				20%		37.26

				sample 7-10 oocysts		und		37.26		38.78		38.02		1.0748023074		POS												20 oocysts		1/2 samples		50%		37.5

				sample 8-10 oocysts		und		und		und		und				neg												200 oocysts		4/4 samples		100%		36.04375		0.625321346

				sample 9-200 oocysts		36.46		40.53		und		38.495		2.8779245994		POS

				sample 10-200 oocysts		34.98		36.05		36.03		35.6866666667		0.6120729804		POS

		Repeat 10/13/16		same samples as 10/04/2016 50 grms		replicates												cilantro 25 grms, carrots 50 grams

						rep1		rep2		rep3		mean		stdev

		cilantro		sample 1-0 oocysts		und		und		und						neg

				sample 2-10 oocysts		und		39.25		und						NEG

				sample 3-10 oocysts		39.83		38.59		37.91						POS

				sample 4-200 oocysts		34.02		32.9		33.14						POS

		carrots		sample 5-0 oocysts		und		und		und						neg

				sample 6-10 oocysts		38.23		und		und						NEG

				sample 7-10 oocysts		38.1		38.06		und						NEG		POS DILUTED 1/4

				sample 8-10 oocysts		und		38.98		und						NEG

				sample 9-200 oocysts		37.63		35.8		37.9		37.11		1.1424972648		POS

				sample 10-200 oocysts		35.47		35.6		34.83		35.3		0.4121892769		POS

				Diluted 1/4 samples

						rep1		rep2		rep3

		cilantro		sample 1-0 oocysts

				sample 2-10 oocysts		und		und		und

				sample 3-10 oocysts		und		und		und

				sample 4-200 oocysts

		carrots		sample 5-0 oocysts		und		und		und

				sample 6-10 oocysts		und		und		und

				sample 7-10 oocysts		und		35.74		und

				sample 8-10 oocysts		und		und		und

				sample 9-200 oocysts		und		und		36.02

				sample 10-200 oocysts

												mean		std

		10/14/16 new samples				carrots 50 grams												1/4 dilution		mr

						rep1		rep2		rep3

		carrots		sample 1-0 oocysts		und		und		und						UND		nd

				sample 2-10 oocysts		und		und		und						UND		und

				sample 3-10 oocysts		und		38.77		und						NEG		und

				sample 4-20 oocysts		und		und		38.18						NEG		POS 1 replicate at 37.5

				sample 5-20 oocysts		und		und		und						UND		und

				sample 6-20 oocysts		38.4		38.7		39.36						NEG		NEG

				sample 7-200 oocysts		und		38.84		36.51						POS		pos 36.46 and 36.02, und				36.24		0.31		36.46		36.02

				sample 8-200 oocysts		35.39		36.93		36		36.1066666667		0.77552133		POS		nd

				sample 9-400 oocysts		36.33		35.71		35.22		35.7533333333		0.5562673218		POS		nd

				sample 10-400 oocysts		36.09		35.55		35.44		35.6933333333		0.3478984526		POS		nd





GRAPHICS

						50 g		25 g																																nepal

		10 oocysts		% detection		20		26.67																																CT values (<38) my results				carrots nepal				raspberries Nepal				Cilantro Nepal				% recovery		carrots nepal				raspberries Nepal				Cilantro Nepal

				Mean CT value detected		37.3		37.4																																10 oocysts				37.95				37.6				37.6						26.67				45.45				18.75

																																												37.55				37.73				37.52														very bad in my trials, close to pos in several samples but low cts

		20 oocysts		% detection		50		56.25																																				36.74				37.38				37.84

				Mean CT value detected		37.5		37.02																																				37.55				35.95				13 und

																																												11 und				36.14

		200 oocysts		% detection		100		100																																								6 und

				Mean CT value detected		36.04		35.89																																mean Ct value <38				37.4475				36.96				37.6533333333

																																								20 oocysts				37

																																												36.9

																																												36.1

																																												37.8

																																												37.5

																																												37.5

		% detection																																										37.4

				50 g		25 g																																						36.95

		10 oocysts		20		26.67																																						37

		20 oocysts		50		56.25																																						7 und

		200 oocysts		100		100																																				Mean		37.1277777778

																		Mean CT value positive samples																						200 oocysts				35.5				34.89				35

																				50 g		25 g																						37.9				35.58				35.1

																		10 oocysts		37.3		37.4				1 SAMPLE POS																		36.5				33.9				35

																		20 oocysts		37.5		37.02																						35.4				34.47				32.7

																		200 oocysts		36.04		35.89																						36.6				35.11				34.5

																																												37.5				33.6				35.1

																																												37.3				33.3				34.9

																																												35.9				36.6				34.12

																																												35.81				35.8				32.9

																																												34.57								32.9

																																												36.83

																																										Mean		36.3463636364				34.8055555556				34.222

																																								Indonesia				carrots Indonesia				raspberries Indonesia				Cilantro Indonesia				% recovery		carrots  Indo				raspberries Indo				cilantro Indo

																																								10 oocysts				35.82				37.4				36.92				66.67						75				100

		better recovery at low seeding levels with 25 g. Same in high does seedings (both 100%)																																										37.16				34.5				36.7

																																												1 und				36.7				36.9

																																																1 und				35.5

																																								mean Ct value <38				36.49				36.2				36.505

																																								20 oocysts				36.97				34.4				37

																Lower Ct value (higehr detection) in 25, icluding the higher levels of seeding																												37.66				34				35.1

																																												36.47				33.8				35

																																																34.6				34.5

																																								mean Ct value <38				37.0333333333				34.2				35.4

																																								200 oocysts				32.78				33.7				30.9

																																												32.67				31.3				31.8

																																												33.26				32				31.2

		COMPARISON MATRICES NEPAL																																						mean Ct value <38				33.9358333333				32.8				32.325

		ALL EXPERIMENTS NEPAL COMPARISON MINE		carrots		raspberries		cilantro

		10 oocysts		37.4		37		37.6

		20 oocysts		37.13

		200 oocysts		36.3		34.8		34.2

												Similar Ct values in low levels of seeding in the produce, but lower detection of higher levels of seeding (200 oocysts Ccay) in carrots compared to cilantro and raspberries

		compare to MMVL study -Nepal												very consistent in the two isolates

				carrots		raspberries		cilantro

		10 oocysts		37.44		36.5		36

		200 oocysts		36.3		34.8		32.9

		% recovery Nepal		carrots		raspberries		cilantro

		10 oocysts		26.67		45.45		18.75

		20 oocysts		56.25		100		100

		200 oocysts		100		100		100





GRAPHICS

		



50 g

25 g



Indonesia-allmatrices

		



% recovery samples positive CARROTS -Nepal

50 g

25 g



Indonesia-comparison

		



Mean CT values in positive  CARROTS-Nepal

Mean CT value positive samples 50 g

Mean CT value positive samples 25 g



25gcarrot-nepal-indo-3matrices

		



Mean CT values  compared
 MMVL

carrots

raspberries

cilantro



Indo-copies-2ul

		



Mean CT values-all exp Nepal

carrots

raspberries

cilantro



NEPAL-INDO-AVERAGE-STATS

		10 oocysts		10 oocysts		10 oocysts

		20 oocysts		20 oocysts		20 oocysts

		200 oocysts		200 oocysts		200 oocysts



Mean CT values Indonesia trial-1

carrots

raspberries

cilantro

36.49

36.2

36.62

37

34.2

35.13

32.9

32

31.3



coleslaw

		10 oocysts		10 oocysts		10 oocysts

		20 oocysts		20 oocysts		20 oocysts

		200 oocysts		200 oocysts		200 oocysts



% recovery Indonesia trial-1

carrots

raspberries

cilantro

66.7

75

100

100

100

100

100

100

100



PARSLEY

		



% recovery  Nepal todos los exp

carrots

raspberries

cilantro



basil

		Block Type		96fast

		Chemistry		TAQMAN

		Experiment File Name		G:\realtimePCR\RealTimePCR 20161226 Ccay 18S+IAC lquid qPCR carrtos-Indonesia.eds

		Experiment Run End Time		2016-12-27 16:56:06 PM EST

		Instrument Type		sds7500fast																										Instrument Type		sds7500fast				R: raspberries						yellow: positive CT

		Passive Reference		ROX		carrots																								Passive Reference		ROX				C: cilantro

		Well		Sample Name		Target Name		Task		Reporter		Quencher		Cт		Cт Mean		Cт SD		Quantity		Quantity Mean		Quantity SD						Well		Sample Name		Target Name		Task		Reporter		Quencher		Cт		Cт Mean		Cт SD		Quantity		Quantity Mean		Quantity SD

		A1				Target 1		NTC		FAM		NFQ-MGB		Undetermined																A1				18 S		NTC		FAM		None		Undetermined

		A2				Target 1		NTC		FAM		NFQ-MGB		Undetermined																A2				18 S		NTC		FAM		None		Undetermined

		A3				Target 1		NTC		FAM		NFQ-MGB		Undetermined																A3				18 S		NTC		FAM		None		Undetermined

		A7				Target 1		STANDARD		FAM		NFQ-MGB		27.5387306213		27.7710590363		0.3451178968		1000		1000								A5		Sample B1		18 S		control DNA extraction		FAM		None		Undetermined

		A8				Target 1		STANDARD		FAM		NFQ-MGB		28.1676235199		27.7710590363		0.3451178968		1000		1000								A6		Sample B1		18 S		control DNA extraction		FAM		None		Undetermined

		A9				Target 1		STANDARD		FAM		NFQ-MGB		27.6068248749		27.7710590363		0.3451178968		1000		1000								A7				18 S		STANDARD		FAM		None		27.8836994171		27.7473659515		0.1606504172		1000		1000

		A10				Target 1		STANDARD		FAM		NFQ-MGB		24.7412414551		24.5860881805		0.1746886373		10000		10000								A8				18 S		STANDARD		FAM		None		27.788143158		27.7473659515		0.1606504172		1000		1000

		A11				Target 1		STANDARD		FAM		NFQ-MGB		24.620141983		24.5860881805		0.1746886373		10000		10000								A9				18 S		STANDARD		FAM		None		27.5702571869		27.7473659515		0.1606504172		1000		1000

		A12				Target 1		STANDARD		FAM		NFQ-MGB		24.3968791962		24.5860881805		0.1746886373		10000		10000								A10				18 S		STANDARD		FAM		None		24.8516464233		24.8382778168		0.2661668062		10000		10000

		C1		Sample 1		Target 1		0 OOCYSTS		FAM		NFQ-MGB		Undetermined																A11				18 S		STANDARD		FAM		None		25.0975093842		24.8382778168		0.2661668062		10000		10000

		C2		Sample 1		Target 1		0 OOCYSTS		FAM		NFQ-MGB		Undetermined																A12				18 S		STANDARD		FAM		None		24.5656795502		24.8382778168		0.2661668062		10000		10000

		C3		Sample 1		Target 1		0 OOCYSTS		FAM		NFQ-MGB		Undetermined																B1		Sample R1		18 S		0 oocysts		FAM		None		Undetermined

		C4		Sample 2		Target 1		10 OOCYSTS		FAM		NFQ-MGB		35.8753662109		35.8245048523		0.0458822176		2.8539142609		2.9618909359		0.0976149738						B2		Sample R1		18 S		0 oocysts		FAM		None		Undetermined

		C5		Sample 2		Target 1		10 OOCYSTS		FAM		NFQ-MGB		35.7862281799		35.8245048523		0.0458822176		3.0438876152		2.9618909359		0.0976149738						B3		Sample R2		18 S		0 oocysts		FAM		None		Undetermined

		C6		Sample 2		Target 1		10 OOCYSTS		FAM		NFQ-MGB		35.811920166		35.8245048523		0.0458822176		2.9878706932		2.9618909359		0.0976149738						B4		Sample R2		18 S		0 oocysts		FAM		None		Undetermined

		C7		Sample 3		Target 1		10 OOCYSTS		FAM		NFQ-MGB		37.1862373352		38.8373718262		2.888961792		1.1062455177		0.7565738559		0.6293232441						B5		Sample R3		18 S		0 oocysts		FAM		None		Undetermined

		C8		Sample 3		Target 1		10 OOCYSTS		FAM		NFQ-MGB		37.1526794434		38.8373718262		2.888961792		1.1334127188		0.7565738559		0.6293232441						B6		Sample R3		18 S		0 oocysts		FAM		None		Undetermined

		C9		Sample 3		Target 1		10 OOCYSTS		FAM		NFQ-MGB		42.1732025146		38.8373718262		2.888961792		0.0300632678		0.7565738559		0.6293232441						B7		Sample R4		18 S		10 oocysts		FAM		None		40.717048645						0.0348026827		0.3334415853		0.274240762

		C10		Sample 4		Target 1		10 OOCYSTS		FAM		NFQ-MGB		Undetermined																B8		Sample R4		18 S		10 oocysts		FAM		None		37.6591758728		37.4175834656		0.3416632589		0.391551882		0.3334415853		0.274240762

		C11		Sample 4		Target 1		10 OOCYSTS		FAM		NFQ-MGB		Undetermined																B9		Sample R4		18 S		10 oocysts		FAM		None		37.1759910583		37.4175834656		0.3416632589		0.573970139		0.3334415853		0.274240762

		C12		Sample 4		Target 1		10 OOCYSTS		FAM		NFQ-MGB		Undetermined																B10		Sample R5		18 S		10 oocysts		FAM		None		34.7032203674		34.506061554		0.1891734451		4.063785553		4.7854523659		0.7073742747

		D1		Sample 5		Target 1		20 OOCYSTS		FAM		NFQ-MGB		37.30286026		37.3973350525		0.8114508986		1.0167964697		1.0579990149		0.5677368045						B11		Sample R5		18 S		10 oocysts		FAM		None		34.4889373779		34.506061554		0.1891734451		4.8149619102		4.7854523659		0.7073742747

		D2		Sample 5		Target 1		20 OOCYSTS		FAM		NFQ-MGB		36.6372528076		37.3973350525		0.8114508986		1.6452145576		1.0579990149		0.5677368045						B12		Sample R5		18 S		10 oocysts		FAM		None		34.3260383606		34.506061554		0.1891734451		5.4776105881		4.7854523659		0.7073742747

		D3		Sample 5		Target 1		20 OOCYSTS		FAM		NFQ-MGB		38.2518844604		37.3973350525		0.8114508986		0.5119857788		1.0579990149		0.5677368045						C1		Sample R6		18 S		10 oocysts		FAM		None		35.9330711365		36.7181358337		1.1102491617		1.5351696014		0.9890867472		0.7722777724

		D4		Sample 6		Target 1		20 OOCYSTS		FAM		NFQ-MGB		Undetermined		37.662311554														C2		Sample R6		18 S		10 oocysts		FAM		None		37.503200531		36.7181358337		1.1102491617		0.4430038631		0.9890867472		0.7722777724

		D5		Sample 6		Target 1		20 OOCYSTS		FAM		NFQ-MGB		Undetermined		37.662311554														C3		Sample R6		18 S		10 oocysts		FAM		None		Undetermined		36.7181358337		1.1102491617

		D6		Sample 6		Target 1		20 OOCYSTS		FAM		NFQ-MGB		37.662311554		37.662311554				0.7841027379		0.7841027379								C4		Sample R7		18 S		10 oocysts		FAM		None		Undetermined

		D7		Sample 7		Target 1		20 OOCYSTS		FAM		NFQ-MGB		35.7329521179		36.4643707275		0.7652091384		3.1634161472		2.0548849106		1.0608314276						C5		Sample R7		18 S		10 oocysts		FAM		None		Undetermined

		D8		Sample 7		Target 1		20 OOCYSTS		FAM		NFQ-MGB		36.4007606506		36.4643707275		0.7652091384		1.9519861937		2.0548849106		1.0608314276						C6		Sample R7		18 S		10 oocysts		FAM		None		Undetermined

		D9		Sample 7		Target 1		20 OOCYSTS		FAM		NFQ-MGB		37.2593994141		36.4643707275		0.7652091384		1.0492523909		2.0548849106		1.0608314276						C7		Sample R8		18 S		20 oocysts		FAM		None		34.9240493774		34.3845291138		0.4672412872		3.4120738506		5.4537997246		1.7682150602

		D10		Sample 8		Target 1		200 OOCYSTS		FAM		NFQ-MGB		31.8283939362		32.7778129578		0.859483242		53.2250099182		30.6226177216		19.877532959						C8		Sample R8		18 S		20 oocysts		FAM		None		34.116733551		34.3845291138		0.4672412872		6.4646039009		5.4537997246		1.7682150602

		D11		Sample 8		Target 1		200 OOCYSTS		FAM		NFQ-MGB		33.5028495789		32.7778129578		0.859483242		15.8623485565		30.6226177216		19.877532959						C9		Sample R8		18 S		20 oocysts		FAM		None		34.1128082275		34.3845291138		0.4672412872		6.4847211838		5.4537997246		1.7682150602

		D12		Sample 8		Target 1		200 OOCYSTS		FAM		NFQ-MGB		33.0021972656		32.7778129578		0.859483242		22.7804927826		30.6226177216		19.877532959						C10		Sample R9		18 S		20 oocysts		FAM		None		33.5828552246		34.0072746277		0.3845849037		9.8643465042		7.2771544456		2.3034543991

		E1		Sample 9		Target 1		200 OOCYSTS		FAM		NFQ-MGB		31.5739612579		32.670135498		0.9502708912		63.9739151001		34.3218307495		25.6864738464						C11		Sample R9		18 S		20 oocysts		FAM		None		34.332649231		34.0072746277		0.3845849037		5.4490222931		7.2771544456		2.3034543991

		E2		Sample 9		Target 1		200 OOCYSTS		FAM		NFQ-MGB		33.2608299255		32.670135498		0.9502708912		18.8954486847		34.3218307495		25.6864738464						C12		Sample R9		18 S		20 oocysts		FAM		None		34.1063232422		34.0072746277		0.3845849037		6.518093586		7.2771544456		2.3034543991

		E3		Sample 9		Target 1		200 OOCYSTS		FAM		NFQ-MGB		33.175617218		32.670135498		0.9502708912		20.0961303711		34.3218307495		25.6864738464						D1		Sample R10		18 S		20 oocysts		FAM		None		33.7903366089		33.846736908		0.7693610787		8.3703641891		9.0027475357		5.0854854584

		E4		Sample 10		Target 1		200 OOCYSTS		FAM		NFQ-MGB		33.7268371582		33.2647438049		0.4365897775		13.4908561707		19.4603557587		5.8875341415						D2		Sample R10		18 S		20 oocysts		FAM		None		33.107131958		33.846736908		0.7693610787		14.3748493195		9.0027475357		5.0854854584

		E5		Sample 10		Target 1		200 OOCYSTS		FAM		NFQ-MGB		32.859161377		33.2647438049		0.4365897775		25.2623500824		19.4603557587		5.8875341415						D3		Sample R10		18 S		20 oocysts		FAM		None		34.6427497864		33.846736908		0.7693610787		4.2630281448		9.0027475357		5.0854854584

		E6		Sample 10		Target 1		200 OOCYSTS		FAM		NFQ-MGB		33.2082290649		33.2647438049		0.4365897775		19.6278591156		19.4603557587		5.8875341415						D4		Sample R11		18 S		20 oocysts		FAM		None		34.4373512268		34.5813179016		0.2252463996		5.0156373978		4.521378994		0.7616901398

		E7		Sample B1		Target 1		EXTRACTION DNA CONTROL		FAM		NFQ-MGB		Undetermined																D5		Sample R11		18 S		20 oocysts		FAM		None		34.465713501		34.5813179016		0.2252463996		4.9042921066		4.521378994		0.7616901398

		E8		Sample B1		Target 1		EXTRACTION DNA CONTROL		FAM		NFQ-MGB		Undetermined																D6		Sample R11		18 S		20 oocysts		FAM		None		34.8408966064		34.5813179016		0.2252463996		3.6442074776		4.521378994		0.7616901398

		E9		Sample B1		Target 1		EXTRACTION DNA CONTROL		FAM		NFQ-MGB		Undetermined																D7		Sample R12		18 S		200 oocysts		FAM		None		33.0186882019		32.6820678711		0.4760503471		15.4172458649		20.8429908752		7.673163414

		A1				Target 2		NTC		CY5		NFQ-MGB		25.580116272		25.4928455353		0.0844253153												D8		Sample R12		18 S		200 oocysts		FAM		None		32.345451355		32.6820678711		0.4760503471		26.268737793		20.8429908752		7.673163414

		A2				Target 2		NTC		CY5		NFQ-MGB		25.4868373871		25.4928455353		0.0844253153												D9		Sample R13		18 S		200 oocysts		FAM		None		31.2881374359		31.3171863556		0.0410813764		60.6599731445		59.2967834473		1.9278413057

		A3				Target 2		NTC		CY5		NFQ-MGB		25.4115867615		25.4928455353		0.0844253153												D10		Sample R13		18 S		200 oocysts		FAM		None		31.3462352753		31.3171863556		0.0410813764		57.93359375		59.2967834473		1.9278413057

		A7				Target 2		STANDARD		CY5		NFQ-MGB		25.9527397156		25.825170517		0.1348280758												D11		Sample R14		18 S		200 oocysts		FAM		None		31.9864501953		32.0131607056		0.0377716683		34.9019508362		34.179473877		1.0217367411

		A8				Target 2		STANDARD		CY5		NFQ-MGB		25.6840991974		25.825170517		0.1348280758												D12		Sample R14		18 S		200 oocysts		FAM		None		32.0398674011		32.0131607056		0.0377716683		33.4569969177		34.179473877		1.0217367411

		A9				Target 2		STANDARD		CY5		NFQ-MGB		25.8386688232		25.825170517		0.1348280758												E1		Sample C1		18 S		0 oocysts		FAM		None		Undetermined

		A10				Target 2		STANDARD		CY5		NFQ-MGB		25.9888935089		25.7756137848		0.2012118101												E2		Sample C1		18 S		0 oocysts		FAM		None		Undetermined

		A11				Target 2		STANDARD		CY5		NFQ-MGB		25.5891609192		25.7756137848		0.2012118101												E3		Sample C2		18 S		0 oocysts		FAM		None		Undetermined

		A12				Target 2		STANDARD		CY5		NFQ-MGB		25.748790741		25.7756137848		0.2012118101												E4		Sample C2		18 S		0 oocysts		FAM		None		Undetermined

		C1		Sample 1		Target 2		0 OOCYSTS		CY5		NFQ-MGB		26.3141403198		26.011636734		0.2944014072												E5		Sample C3		18 S		0 oocysts		FAM		None		Undetermined

		C2		Sample 1		Target 2		0 OOCYSTS		CY5		NFQ-MGB		25.7260684967		26.011636734		0.2944014072												E6		Sample C3		18 S		0 oocysts		FAM		None		Undetermined

		C3		Sample 1		Target 2		0 OOCYSTS		CY5		NFQ-MGB		25.9947032928		26.011636734		0.2944014072												E7		Sample C4		18 S		10 oocysts		FAM		None		36.4513397217		36.9198303223		0.5628902316		1.0185819864		0.7475845814		0.297754854

		C4		Sample 2		Target 2		10 OOCYSTS		CY5		NFQ-MGB		26.0077972412		25.9227161407		0.1181122065												E8		Sample C4		18 S		10 oocysts		FAM		None		36.7639083862		36.9198303223		0.5628902316		0.7953295708		0.7475845814		0.297754854

		C5		Sample 2		Target 2		10 OOCYSTS		CY5		NFQ-MGB		25.7878646851		25.9227161407		0.1181122065												E9		Sample C4		18 S		10 oocysts		FAM		None		37.5442466736		36.9198303223		0.5628902316		0.4288421571		0.7475845814		0.297754854

		C6		Sample 2		Target 2		10 OOCYSTS		CY5		NFQ-MGB		25.9724884033		25.9227161407		0.1181122065												E10		Sample C5		18 S		10 oocysts		FAM		None		37.0406417847		36.6720504761		1.0682777166		0.6388767362		1.0994393826		0.973580122

		C7		Sample 3		Target 2		10 OOCYSTS		CY5		NFQ-MGB		25.9384994507		25.7766361237		0.1506890059												E11		Sample C5		18 S		10 oocysts		FAM		None		35.4682846069		36.6720504761		1.0682777166		2.2178478241		1.0994393826		0.973580122

		C8		Sample 3		Target 2		10 OOCYSTS		CY5		NFQ-MGB		25.750995636		25.7766361237		0.1506890059												E12		Sample C5		18 S		10 oocysts		FAM		None		37.5072288513		36.6720504761		1.0682777166		0.4415935576		1.0994393826		0.973580122

		C9		Sample 3		Target 2		10 OOCYSTS		CY5		NFQ-MGB		25.640411377		25.7766361237		0.1506890059												F1		Sample C6		18 S		10 oocysts		FAM		None		39.9102706909		40.1844291687		3.4210734367		0.0659099966		0.2594403923		0.3907779753

		C10		Sample 4		Target 2		10 OOCYSTS		CY5		NFQ-MGB		25.8131637573		25.678817749		0.2781637311												F2		Sample C6		18 S		10 oocysts		FAM		None		36.9086837769		40.1844291687		3.4210734367		0.7092168331		0.2594403923		0.3907779753

		C11		Sample 4		Target 2		10 OOCYSTS		CY5		NFQ-MGB		25.3589820862		25.678817749		0.2781637311												F3		Sample C6		18 S		10 oocysts		FAM		None		43.7343330383		40.1844291687		3.4210734367		0.0031943962		0.2594403923		0.3907779753

		C12		Sample 4		Target 2		10 OOCYSTS		CY5		NFQ-MGB		25.8643074036		25.678817749		0.2781637311												F4		Sample C7		18 S		10 oocysts		FAM		None		35.7032814026		36.032245636		1.0100069046		1.841403842		1.7010225058		1.0591791868

		D1		Sample 5		Target 2		20 OOCYSTS		CY5		NFQ-MGB		25.4529094696		25.455499649		0.0114381658												F5		Sample C7		18 S		10 oocysts		FAM		None		35.2277374268		36.032245636		1.0100069046		2.6830105782		1.7010225058		1.0591791868

		D2		Sample 5		Target 2		20 OOCYSTS		CY5		NFQ-MGB		25.4455776215		25.455499649		0.0114381658												F6		Sample C7		18 S		10 oocysts		FAM		None		37.165725708		36.032245636		1.0100069046		0.5786528587		1.7010225058		1.0591791868

		D3		Sample 5		Target 2		20 OOCYSTS		CY5		NFQ-MGB		25.4680099487		25.455499649		0.0114381658												F7		Sample C8		18 S		20 oocysts		FAM		None		35.4284362793		37.0026016235		1.9528856277		2.2889168262		1.1579185724		1.0888677835

		D4		Sample 6		Target 2		20 OOCYSTS		CY5		NFQ-MGB		25.4095153809		25.6112308502		0.2099158764												F8		Sample C8		18 S		20 oocysts		FAM		None		39.1879920959		37.0026016235		1.9528856277		0.1167460829		1.1579185724		1.0888677835

		D5		Sample 6		Target 2		20 OOCYSTS		CY5		NFQ-MGB		25.5956916809		25.6112308502		0.2099158764												F9		Sample C8		18 S		20 oocysts		FAM		None		36.3913764954		37.0026016235		1.9528856277		1.068092823		1.1579185724		1.0888677835

		D6		Sample 6		Target 2		20 OOCYSTS		CY5		NFQ-MGB		25.8284835815		25.6112308502		0.2099158764												F10		Sample C9		18 S		20 oocysts		FAM		None		34.6826248169		35.134803772		0.3968622386		4.1305770874		2.9886987209		0.996538341

		D7		Sample 7		Target 2		20 OOCYSTS		CY5		NFQ-MGB		25.5750808716		25.4586715698		0.151493296												F11		Sample C9		18 S		20 oocysts		FAM		None		35.2964706421		35.134803772		0.3968622386		2.5409412384		2.9886987209		0.996538341

		D8		Sample 7		Target 2		20 OOCYSTS		CY5		NFQ-MGB		25.51354599		25.4586715698		0.151493296												F12		Sample C9		18 S		20 oocysts		FAM		None		35.4253158569		35.134803772		0.3968622386		2.2945773602		2.9886987209		0.996538341

		D9		Sample 7		Target 2		20 OOCYSTS		CY5		NFQ-MGB		25.2873878479		25.4586715698		0.151493296												G1		Sample C10		18 S		20 oocysts		FAM		None		35.5556030273		34.9863471985		0.5967473984		2.0697367191		3.4989635944		1.6530749798

		D10		Sample 8		Target 2		200 OOCYSTS		CY5		NFQ-MGB		25.3540306091		25.4603061676		0.092117779												G2		Sample C10		18 S		20 oocysts		FAM		None		35.037979126		34.9863471985		0.5967473984		3.1178402901		3.4989635944		1.6530749798

		D11		Sample 8		Target 2		200 OOCYSTS		CY5		NFQ-MGB		25.5096092224		25.4603061676		0.092117779												G3		Sample C10		18 S		20 oocysts		FAM		None		34.3654632568		34.9863471985		0.5967473984		5.3093142509		3.4989635944		1.6530749798

		D12		Sample 8		Target 2		200 OOCYSTS		CY5		NFQ-MGB		25.5172805786		25.4603061676		0.092117779												G4		Sample C11		18 S		20 oocysts		FAM		None		34.8108253479		34.5253143311		0.3557772636		3.7319893837		4.8077912331		1.4171692133

		E1		Sample 9		Target 2		200 OOCYSTS		CY5		NFQ-MGB		26.4401855469		25.805475235		0.5599794984												G5		Sample C11		18 S		20 oocysts		FAM		None		34.6383743286		34.5253143311		0.3557772636		4.277818203		4.8077912331		1.4171692133

		E2		Sample 9		Target 2		200 OOCYSTS		CY5		NFQ-MGB		25.3811912537		25.805475235		0.5599794984												G6		Sample C11		18 S		20 oocysts		FAM		None		34.1267471313		34.5253143311		0.3557772636		6.4135670662		4.8077912331		1.4171692133

		E3		Sample 9		Target 2		200 OOCYSTS		CY5		NFQ-MGB		25.5950469971		25.805475235		0.5599794984												G7		Sample C12		18 S		200 oocysts		FAM		None		30.9218044281		30.9481964111		0.0373238996		81.0649490356		79.4063720703		2.3455820084

		E4		Sample 10		Target 2		200 OOCYSTS		CY5		NFQ-MGB		25.3904628754		25.394449234		0.0317245014												G8		Sample C12		18 S		200 oocysts		FAM		None		30.9745883942		30.9481964111		0.0373238996		77.747795105		79.4063720703		2.3455820084

		E5		Sample 10		Target 2		200 OOCYSTS		CY5		NFQ-MGB		25.4279785156		25.394449234		0.0317245014												G9		Sample C13		18 S		200 oocysts		FAM		None		32.0977096558		31.8140563965		0.4011462927		31.959728241		41.0173568726		12.8094186783

		E6		Sample 10		Target 2		200 OOCYSTS		CY5		NFQ-MGB		25.364906311		25.394449234		0.0317245014												G10		Sample C13		18 S		200 oocysts		FAM		None		31.5304031372		31.8140563965		0.4011462927		50.0749816895		41.0173568726		12.8094186783

		E7		Sample B1		Target 2		EXTRACTION DNA CONTROL		CY5		NFQ-MGB		25.7192516327		25.4039840698		0.2750165761												G11		Sample C14		18 S		200 oocysts		FAM		None		31.0561332703		31.2279167175		0.2429384738		72.8880157471		64.2105178833		12.2718324661

		E8		Sample B1		Target 2		EXTRACTION DNA CONTROL		CY5		NFQ-MGB		25.2793540955		25.4039840698		0.2750165761												G12		Sample C14		18 S		200 oocysts		FAM		None		31.3997001648		31.2279167175		0.2429384738		55.5330238342		64.2105178833		12.2718324661

		E9		Sample B1		Target 2		EXTRACTION DNA CONTROL		CY5		NFQ-MGB		25.2133483887		25.4039840698		0.2750165761												A1				synIAC		NTC		CY5		None		24.860534668		24.9675617218		0.1101912037

																														A2				synIAC		NTC		CY5		None		24.9614849091		24.9675617218		0.1101912037

																														A3				synIAC		NTC		CY5		None		25.0806655884		24.9675617218		0.1101912037

																														A5		Sample B1		synIAC		control DNA extraction		CY5		None		25.2949981689		25.1935119629		0.1435231715

																														A6		Sample B1		synIAC		control DNA extraction		CY5		None		25.0920257568		25.1935119629		0.1435231715

																														A7				synIAC		STANDARD		CY5		None		25.0385951996		25.0553569794		0.0428245775

																														A8				synIAC		STANDARD		CY5		None		25.0234451294		25.0553569794		0.0428245775

																														A9				synIAC		STANDARD		CY5		None		25.1040248871		25.0553569794		0.0428245775

																														A10				synIAC		STANDARD		CY5		None		24.9932308197		24.9838542938		0.0375124477

																														A11				synIAC		STANDARD		CY5		None		24.9425430298		24.9838542938		0.0375124477

																														A12				synIAC		STANDARD		CY5		None		25.015789032		24.9838542938		0.0375124477

																														B1		Sample R1		synIAC		0 oocysts		CY5		None		24.9897937775		25.0779037476		0.1246049628

																														B2		Sample R1		synIAC		0 oocysts		CY5		None		25.1660118103		25.0779037476		0.1246049628

																														B3		Sample R2		synIAC		0 oocysts		CY5		None		25.10729599		24.9693641663		0.1950650513

																														B4		Sample R2		synIAC		0 oocysts		CY5		None		24.8314323425		24.9693641663		0.1950650513

																														B5		Sample R3		synIAC		0 oocysts		CY5		None		25.0171585083		25.0445671082		0.038761612

																														B6		Sample R3		synIAC		0 oocysts		CY5		None		25.071975708		25.0445671082		0.038761612

																														B7		Sample R4		synIAC		10 oocysts		CY5		None		25.620382309		25.2479476929		0.3225992918

																														B8		Sample R4		synIAC		10 oocysts		CY5		None		25.0554065704		25.2479476929		0.3225992918

																														B9		Sample R4		synIAC		10 oocysts		CY5		None		25.0680561066		25.2479476929		0.3225992918

																														B10		Sample R5		synIAC		10 oocysts		CY5		None		25.0638999939		24.917974472		0.1416956931

																														B11		Sample R5		synIAC		10 oocysts		CY5		None		24.9091014862		24.917974472		0.1416956931

																														B12		Sample R5		synIAC		10 oocysts		CY5		None		24.7809257507		24.917974472		0.1416956931

																														C1		Sample R6		synIAC		10 oocysts		CY5		None		24.8805179596		24.8077087402		0.1554008424

																														C2		Sample R6		synIAC		10 oocysts		CY5		None		24.9133377075		24.8077087402		0.1554008424

																														C3		Sample R6		synIAC		10 oocysts		CY5		None		24.6292705536		24.8077087402		0.1554008424

																														C4		Sample R7		synIAC		10 oocysts		CY5		None		24.7279567719		24.7765979767		0.1056092754

																														C5		Sample R7		synIAC		10 oocysts		CY5		None		24.7040729523		24.7765979767		0.1056092754

																														C6		Sample R7		synIAC		10 oocysts		CY5		None		24.8977622986		24.7765979767		0.1056092754

																														C7		Sample R8		synIAC		20 oocysts		CY5		None		24.9838790894		24.9804763794		0.0394683033

																														C8		Sample R8		synIAC		20 oocysts		CY5		None		25.0181331635		24.9804763794		0.0394683033

																														C9		Sample R8		synIAC		20 oocysts		CY5		None		24.9394168854		24.9804763794		0.0394683033

																														C10		Sample R9		synIAC		20 oocysts		CY5		None		24.9663352966		24.9520568848		0.012400927

																														C11		Sample R9		synIAC		20 oocysts		CY5		None		24.9439868927		24.9520568848		0.012400927

																														C12		Sample R9		synIAC		20 oocysts		CY5		None		24.9458465576		24.9520568848		0.012400927

																														D1		Sample R10		synIAC		20 oocysts		CY5		None		24.8211460114		24.876241684		0.0552325621

																														D2		Sample R10		synIAC		20 oocysts		CY5		None		24.8759651184		24.876241684		0.0552325621

																														D3		Sample R10		synIAC		20 oocysts		CY5		None		24.9316101074		24.876241684		0.0552325621

																														D4		Sample R11		synIAC		20 oocysts		CY5		None		24.6050891876		24.7838001251		0.1969200373

																														D5		Sample R11		synIAC		20 oocysts		CY5		None		24.7514038086		24.7838001251		0.1969200373

																														D6		Sample R11		synIAC		20 oocysts		CY5		None		24.9949111938		24.7838001251		0.1969200373

																														D7		Sample R12		synIAC		200 oocysts		CY5		None		25.5182952881		25.2444782257		0.3872357905

																														D8		Sample R12		synIAC		200 oocysts		CY5		None		24.9706611633		25.2444782257		0.3872357905

																														D9		Sample R13		synIAC		200 oocysts		CY5		None		24.9529724121		24.8997383118		0.0752843842

																														D10		Sample R13		synIAC		200 oocysts		CY5		None		24.8465042114		24.8997383118		0.0752843842

																														D11		Sample R14		synIAC		200 oocysts		CY5		None		24.7386646271		24.7816009521		0.0607211329

																														D12		Sample R14		synIAC		200 oocysts		CY5		None		24.8245372772		24.7816009521		0.0607211329

																														E1		Sample C1		synIAC		0 oocysts		CY5		None		24.9123840332		24.7991466522		0.1601418406

																														E2		Sample C1		synIAC		0 oocysts		CY5		None		24.6859092712		24.7991466522		0.1601418406

																														E3		Sample C2		synIAC		0 oocysts		CY5		None		25.0437908173		24.9890880585		0.0773613825

																														E4		Sample C2		synIAC		0 oocysts		CY5		None		24.9343852997		24.9890880585		0.0773613825

																														E5		Sample C3		synIAC		0 oocysts		CY5		None		26.7337265015		26.8473720551		0.1607190818

																														E6		Sample C3		synIAC		0 oocysts		CY5		None		26.9610176086		26.8473720551		0.1607190818

																														E7		Sample C4		synIAC		10 oocysts		CY5		None		24.832780838		24.7491474152		0.0900485218

																														E8		Sample C4		synIAC		10 oocysts		CY5		None		24.6538257599		24.7491474152		0.0900485218

																														E9		Sample C4		synIAC		10 oocysts		CY5		None		24.7608394623		24.7491474152		0.0900485218

																														E10		Sample C5		synIAC		10 oocysts		CY5		None		25.1664123535		25.2474308014		0.0838037431

																														E11		Sample C5		synIAC		10 oocysts		CY5		None		25.3337669373		25.2474308014		0.0838037431

																														E12		Sample C5		synIAC		10 oocysts		CY5		None		25.2421188354		25.2474308014		0.0838037431

																														F1		Sample C6		synIAC		10 oocysts		CY5		None		34.0113105774		31.7092342377		2.7703611851

																														F2		Sample C6		synIAC		10 oocysts		CY5		None		28.634595871		31.7092342377		2.7703611851

																														F3		Sample C6		synIAC		10 oocysts		CY5		None		32.48179245		31.7092342377		2.7703611851

																														F4		Sample C7		synIAC		10 oocysts		CY5		None		25.9498691559		26.0253677368		0.0655218214

																														F5		Sample C7		synIAC		10 oocysts		CY5		None		26.0673618317		26.0253677368		0.0655218214

																														F6		Sample C7		synIAC		10 oocysts		CY5		None		26.0588741302		26.0253677368		0.0655218214

																														F7		Sample C8		synIAC		20 oocysts		CY5		None		24.8809642792		24.8966903687		0.0501613058

																														F8		Sample C8		synIAC		20 oocysts		CY5		None		24.9528312683		24.8966903687		0.0501613058

																														F9		Sample C8		synIAC		20 oocysts		CY5		None		24.8562774658		24.8966903687		0.0501613058

																														F10		Sample C9		synIAC		20 oocysts		CY5		None		25.3149642944		25.5166473389		0.2352571189

																														F11		Sample C9		synIAC		20 oocysts		CY5		None		25.4598884583		25.5166473389		0.2352571189

																														F12		Sample C9		synIAC		20 oocysts		CY5		None		25.7750930786		25.5166473389		0.2352571189

																														G1		Sample C10		synIAC		20 oocysts		CY5		None		24.9929561615		24.9826335907		0.0581218749

																														G2		Sample C10		synIAC		20 oocysts		CY5		None		25.0349025726		24.9826335907		0.0581218749

																														G3		Sample C10		synIAC		20 oocysts		CY5		None		24.920042038		24.9826335907		0.0581218749

																														G4		Sample C11		synIAC		20 oocysts		CY5		None		25.2006511688		25.0956516266		0.1239133105

																														G5		Sample C11		synIAC		20 oocysts		CY5		None		24.9589748383		25.0956516266		0.1239133105

																														G6		Sample C11		synIAC		20 oocysts		CY5		None		25.12733078		25.0956516266		0.1239133105

																														G7		Sample C12		synIAC		200 oocysts		CY5		None		25.3144741058		25.2970428467		0.0246501751

																														G8		Sample C12		synIAC		200 oocysts		CY5		None		25.2796134949		25.2970428467		0.0246501751

																														G9		Sample C13		synIAC		200 oocysts		CY5		None		24.9818954468		24.9286727905		0.0752682015

																														G10		Sample C13		synIAC		200 oocysts		CY5		None		24.8754501343		24.9286727905		0.0752682015

																														G11		Sample C14		synIAC		200 oocysts		CY5		None		24.8490982056		24.9701957703		0.1712591648

																														G12		Sample C14		synIAC		200 oocysts		CY5		None		25.0912952423		24.9701957703		0.1712591648





		comparison Indonesia oocysts in cilantro, raspberries and carrots								trial-1		exactly the same aliquot of oocysts used for the 3 matrices

				% positive samples

				carrots		raspberries		cilantro										cilantro 10 oocysts		raspberries 10 oocysts		carrots 10 oocysts						cilantro 20 oocysts		raspberries 20 oocysts		carrots 20 oocysts						cilantro 200 oocysts		raspberries 200 oocysts		carrots 200 oocysts

		10 oocysts		66.7 (2 of 3)		75% (3 of 4)		100% (4 of 4)										36.91		37.43		35.82						35.9		34.38		36.97						30.94		32.7		32.78

		20 oocysts		100% (3 of 3)		100% (4 of 4)		100% (4 of 4)										36.67		34.5		37.16						35.13		34		37.66						31.81		31.3		32.67

		200 oocysts		100% (3 of 3)		100% (3 of 3)		100% (3 of 3)										36.9		36.71		und						34.99		33.85		36.47						31.22		32		33.26

																		36		und		nd						34.52		34.58

				Mean CT values												mean		36.62		36.2133333333		36.49						35.135		34.2025		37.0333333333						31.3233333333		32		32.9033333333

				carrots		raspberries		cilantro								stdev		0.4279408059		1.5268376906		0.9475230868						0.5728583304		0.3362910446		0.5975226634						0.4441095961		0.7		0.3137408697

		10 oocysts		36.49		36.2		36.62

		20 oocysts		37		34.2		35.13

		200 oocysts		32.9		32		31.3

																		% recovery		carrots		raspberries		cilantro

																		10 oocysts		66.7		75		100

																		20 oocysts		100		100		100

																		200 oocysts		100		100		100

		second trial		mean ct value carrots

		5 oocysts		36.6

		10 oocysts		36

		20 oocysts		36.2

		200 oocysts		32.46
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		NEPAL OOCYSTS		Raspberries										cilantro												carrots (25 g)

		No oocysts seeded		No positive replicates		Ct values (Mean+- SD)		cose to pos				pos-neg		No oocysts seeded		Number positive replicates		Ct values (Mean+- SD)				pos-neg		NEPAL		No oocysts seeded		No positive replicates		Ct values (Mean+- SD)						pos-neg

		0		0								0		0		0						0		21-Oct		0		0								0

		0		0								0		0		0						0				0		0								0

		0		0								0		0		0						0				0		0								0

		10		1		37.6						1		10		0						0				20		2		37.0±0.99						1

		10		0				38.82				0		10		0		38.48				0				20		2		36.9±0.56						1

		10		1		37.73						1		10		0						0				20		2		36.15±0.35						1

		10		1		37.38						1		10		0						0				50		1		37.7						1

		200		3		34.89±0.52						1		200		3		34.96±0.08				1				50		1		36						1

		200		3		35.58±1.76						1		200		3		35.11±0.23				1				50		3		34.1±0.7						1

		200		3		33.9±0.6						1		200		3		35.04±0.28				1				400		3		32.3±0.66						1

		11/28/16																								400		3		33.0±0.45						1

		0		0				4-Oct				0		10		1		37.6				1				400		3		31.1±0.26						1

		0		0								0		10		2		37.52±0.22				1

		0		0								0		200		3		32.69±0.16				1		28-Oct		0		0								0

		10		0				38.7				0														10		0								0

		10		0				4-Nov				0		10		1		37.84				1				10		0								0

		10		0				38.1				0		10		0						0				10		0								0

		200		3		34.47±0.85						1		10		0						0				20		0		40.2						0

		200		3		35.11±0.71		28-Nov				1														20		0		38.7						0

		200		3		33.6±0.21						1		0		0						0				20		1		37.8						1

		9-Dec												0		0						0				200		1		35.5, 38.05						1

		0		0								0		0		0						0				200		1		37.9						1

		0		0								0		10		0						0				200		1		36.5, 38.3						1

		0		0								0		10		0		38.48				0				50		0		39.8						0

		10		0				39.29				0		10		0						0				50		0		38.3						0

		10		0		38.36±0.17 (2)						0		200		3		34.48±0.3				1										Repeated on 11/21

		10		1		35.95						1		200		3		35.08±0.65				1		4-Nov		0		0				0				0

		10		1		36.14						1		200		3		34.93±0.3				1				10		0				0				0

		200		3		33.3±0.27						1														10		0				1		37.95		0

		200		3		36.6±0.30		9-Dec				1		0		0						0				10		0				1		37.55		0

		200		3		35.76±1.07						1		0		0						0				10		0		38.2		1		36.74		0

														0		0						0				20		1		37.5		1		37.89		1

		INDONESIA								copies/2ul				10		0		38.73				0				20		1		37.5				37.56		1

		0		0						0		0		10		0		38.49				0				20		0		39.97		0		38.71		0

		0		0						0		0		10		0						0				20		0				0				0

		0		0						0		0		10		0		38.31				0

		10		2		37.4±0.34 (40.7)				1.9±0.4		1		200		3		34.12±0.37				1		21-Nov		0		0								0

		10		3		34.5±0.19				4.8±0.7		1		200		3		32.95±0.31				1				10		0								0

		10		2		36.72±1.1				1.0±0.8		1		200		3		32.9±0.2				1				10		0								0

		10		0						0		0								copies/2ul						10		0								0

		20		3		34.38±0.47				5.4±1.8		1		0		0				0		0				10		0								0

		20		3		34.0±0.38				7.3±2.3		1		0		0				0		0				20		1		37.4						1

		20		3		33.84±0.8				9.0±5.1		1		0		0				0		0				20		0								0

		20		3		34.58±0.22				4.5±0.8		1		10		3		36.92±0.6		0.7±0.3		1				20		0								0

		200		2		33.68±0.47				20.8±7.7		1		10		3		36.7±1.07		1.1±1.0		1				200		3		35.38±0.73						1

		200		2		31.31±0.04				59.3±1.9		1		10		1		36.91 (39.9; 43)		3.4		1				200		2		36.59±0.76						1

		200		2		32±0.04				34.2±1.0		1		10		2		35.5±1.0		1.7±1.1		1				200		3		37.5±0.02						1

		5		2		37.8±1.5		done 2 replicates/reaction		0.8±0.6		1		20		2		37.0±1.95		1.9±1.5		1				200		2		37.3±0.1						1

		5		2		34.9±1.1				6.45±5.4		1		20		3		35.1±0.4		3±1.0		1

		5		2		34.9±1.0				6.3±4.2		1		20		3		35.0±0.6		3.5±1.6		1				200		3		35.9						1

		5		1		36.4±1.1				2.2±1.9		1		20		3		34.5±0.36		4.8±1.4		1				200		3		35.81						1

		0		0		0		0		0		0		200		3		30.94±0.03		79.4±2.3		1				200		3		34.57						1

		200		3		32.5±0.2				48.7±8.3		1		200		3		31.81±0.4		41.0±12.8		1				200		3		36.83						1

		200		3		29.6±0.12				335.2±28.4		1		200		3		31.23±0.24		64.2±12.3		1										copies/2ul reaction

		200		3		32.3±0.2				56.7±7.4		1		5		2		33.6±0.6		3.4±1.8		1		INDONESIA		0		0		und		0				0

		200		3		31.2±0.2				116.4±15.9		1		5		2		33.4±0.3		6.6±2.5		1				10		3		35.82±0.045		3.0±0.1				1

														5		2		35.1±0.6		1.5±0.7		1				10		2		37.16±0.02		0.8±0.6				1

		0		0		0		STD				STD		5		1		33.6		4.4±2.3		1				10		0		und		0				0

		5		2 (+39.4)		37.5685119629		1.7703511715		1.8753767014		1.7496039867		0		0		0		0		0				20		2		36.97±0.81		1.1±0.6				1

		5		3		36.3820457458		0.9465141892		3.0741055012		1.4996755123		200		3		30.3±0.2		209.5±26.6		1		done 2 replicates/reaction		20		1		37.66		0.8				1

		5		3		35.2066802979		0.1737664044		5.8947591782		0.6568087339		200		3		29.9±0.3		274.3±54.1		1				20		3		36.47±0.76		2.05±1.1				1

		5		1		37.5532341003				1.3010444641				200		3		30.4±0.2		201.7±27.1		1				200		3		32.78±0.86		30.6±19.9				1

		10		0										200		3		30.7±0.04		160.0±4.5		1				200		3		32.67±0.95		34.3±25.7				1

		10		3		33.8384284973		0.2668001354		14.2910461426		2.3416900635														200		3		33.26±0.44		19.5±5.9				1

		10		3		35.3739967346		0.360201925		5.3687148094		1.1675314903		0		0				STD		DID NTO WORK STANDARD		11-Jan-17		0		0		und		0				0

		10		3		34.3486175537		0.3707489967		10.3856153488		2.3155126572		5		3		36.1876068115		1.0246175528						10		3		36.1±1.23		7.3±4.2				1

														5		2		36.3536148071		0.0611095577						10		3		35.1±0.2		12.0±1.2				1

		INDONESIA AT 5 OOCYST=100%, 10 OOCYSTS												5		3		36.0312690735		0.2595155537						10		0		und		0				0

														5		1		36.6278114319								10		3		35.7±0.07		7.9±0.4				1

														10		3		35.6069374084		1.5369794369						10		3		37.0±0.6		3.6±1.4				1

														10		2		36.0325431824		0.012526718						10		3		35.5±0.7		9.4±4.5				1

														10		2		34.7187843323		0.442438066				not in table		10		3		36.0±0.5		6.8±2.2				1

														10		3		34.644618988		0.8000325561						10		0		39.5		0.8				0

																										20		3		37.4±0.38		2.7±0.6				1

																										20		3		35.8±0.6		7.7±3.3				1

																										20		3		35.8±0.6		7.8±2.5				1

																										20		3		35.3±0.25		10.2±1.6				1

																										20		3		36.3±0.6		5.7±2.2				1

																										20		1		36.3		5.4				1

																										20		3		34.08±0.2		22.5±2.7				1

																										200		3		31.5±0.2		117.1±14.7				1

																										200		3		32.2±0.4		77.9±19.7				1

																										200		3		33.3±0.3		36.1±6.4				1

																										200		3		32.05±0.2		82.7±9.9				1

																										200		3		31.9±0.2		92.9±13.1				1

																								not in table		5		2		35.8±0.8		7.9±4.1				1

																										5		2		36.3±1.3		6.3±1.7				1

																								not in table		5		1		37.4		2.7				1

																										5		2		37.0±1.1		2.1±1.4				1

																										5		2		36.9±0.5		2.2±0.6				1

																										5		1		35.5		2.1±2.9				1

																										5		0		38.4		0.7				0

																										5		2		37.2±1.1		1.3±1.4				1

																										5		0				0				0

																										5		0				0				0

																										5		0				0				0

																										5		0				0				0





		INDONESIA

		10 oocysts		copies/2ul								20 oocysts										200 oocysts												5 oocysts

		carrots		3								carrots		1.1								carrots		30.6								no table		carrots		7.9

				0.8										0.8										34.3												6.3

				7.3										2.05										19.5								no table				2.7

				12										2.7										117												2.1

				0										7.7										77.9												2.2

				7.9										7.8										36.1												2.1

				3.6										10.2										82.7												0.7

				9.4										5.7										92.9												1.3

		no table		6.8										5.4																						0

				0.8										22.5																						0

		mean		5.16		4.0999186984		stdev						6.595		6.4158852338								61.375		35.633641809										0

		% of seeding recovery		51.6										32.975										30.6875												0

																																				2.1083333333		2.5564386924

																																				42.1666666667

																																								new mix

		cilantro		0.7										1.9										79.4												3.4				3.8

				1.1										3										41												6.6				4

				3.4										3.5										64.2												1.5				1.3

				1.7										4.8																						4.4				3.5

		mean		1.725		1.1898879499								3.3		1.2027745702								61.5333333333		19.3383901433										3.975		2.1234798484		3.15		1.2503332889

		% of seeding recovery		17.25										16.5										30.7666666667												79.5				63

		raspberries		1.9										5.4										20.8												0.8				0.6

				4.8										7.3										59.3												6.45				3

				1										9										34.2												6.31				1.3

				0										4.5																						2.2				2

		mean		1.925		2.0678088242								6.55		2.00748599								38.1		19.5440528039										3.94		2.8754246063		1.725		1.0242883709

		% of seeding recovery		19.25										32.75										19.05												78.8				34.5





		NEPAL OOCYSTS		Raspberries								cilantro										carrots (25 g)

		No oocysts seeded		No positive replicates		Ct values (Mean+- SD)		% positive total samples/seeding				No oocysts seeded		Number positive replicates		Ct values (Mean+- SD)		% positive total samples/seeding		NEPAL		No oocysts seeded		No positive replicates		Ct values (Mean+- SD)						MEAN CT VALUE BY SEEDING		STDEV SEEDING

		10		1		37.6		45.4545454545				10		0		40		18.75				10		0		40		27.2727272727				10 OOCYSTS

		10		0		38.82						10		0		38.48						10		0		40						39.2945454545		1.2392849845

		10		1		37.73						10		0		40						10		0		40						200 OOCYSTS

		10		1		37.38						10		0		40						10		0		40						36.3436363636		1.0130870913

		10		0		38.7						10		1		37.6						10		1		37.95						MEAN REPLICATES POS/SEEDING

		10		0		40						10		2		37.52						10		1		37.55						10 OOCYSTS

		10		0		38.1						10		1		37.84						10		1		36.74						0.2727272727		0.4670993665

		10		0		39.29						10		0		40						10		0		40						200 OOCYSTS

		10		0		38.36						10		0		40						10		0		40						2.2727272727		0.9045340337

		10		1		35.95						10		0		40						10		0		40

		10		1		36.14						10		0		38.48						10		0		40

		200		3		34.89		100				10		0		40						20		2		37

		200		3		35.58						10		0		38.73						20		2		36.9				NEPAL VERSUS INDONESIA

		200		3		33.9						10		0		38.49						20		2		36.15				CARROTS CT VALUES		T TEST		SIGNIFICANT

		200		3		34.47						10		0		40						20		0		40.2				10 OOCYSTS		0.0037928714

		200		3		35.11						10		0		38.31						20		0		38.7				NEPAL VERSUS INDONESIA

		200		3		33.6						200		3		34.96		100				20		1		37.8

		200		3		33.3						200		3		35.11						20		1		37.5

		200		3		36.6						200		3		35.04						20		1		37.5				200 OOCYSTS		0.0000000336		SIGNIFICANT

		200		3		35.76						200		3		32.69						20		0		39.97

												200		3		34.48						20		0		40				20 oocysts		0.0006641121		SIGNIFICANT

		MEAN CT VALUE BY SEEDING		STDEV SEEDING								200		3		35.08						20		1		37.4

		10 OOCYSTS										200		3		34.93						20		0		40				5 oocysts		only in Indonesia

		38.0063636364		1.2347086517								200		3		34.12						20		0		40

		200 OOCYSTS										200		3		32.95						50		1		37.7				carrots replicate values

		34.8011111111		1.0887543851								200		3		32.9						50		1		36				10 oocysts		0.0004927498		SIGNIFICANT

		MEAN REPLICATES POS/SEEDING																				50		3		34.1				20 oocysts		0.0000758932		SIGNIFICANT

		10 OOCYSTS										MEAN CT VALUE BY SEEDING		STDEV SEEDING								50		0		39.8				200 oocysts		0.0375251816		SIGNIFICANT

		0.4545454545		0.5222329679								10 OOCYSTS										50		0		38.3

		200 OOCYSTS										39.090625		0.9904374034								200		1		35.5		100

		3		0								200 OOCYSTS										200		1		37.9

												34.226		1.0016231272								200		1		36.5

		INDONESIA								copies/2ul		MEAN REPLICATES POS/SEEDING										200		3		35.38				NEPAL CILANTRO VERSUS RASPBERRIES AND CARROTS

		5		2		37.8		done 2 replicates/reaction		0.8		10 OOCYSTS										200		2		36.59				variance-ANOVA 10 OOCYSTS

		5		2		34.9				6.45		0.25		0.5773502692								200		3		37.5

		5		2		34.9				6.3		200 OOCYSTS										200		2		37.3

		5		1		36.4				2.2		3		0								200		3		35.9

		5		2		37.5685119629		75		1.9		5		2		33.6		3.4				200		3		35.81

		5		3		36.3820457458				4.8		5		2		33.4		6.6				200		3		34.57

		5		3		35.2066802979				1		5		2		35.1		1.5				200		3		36.83

		5		1		37.5532341003				0		5		1		33.6		4.4				400		3		32.3

		10		2		37.4				5.4		5		3		36.1876068115						400		3		33

		10		3		34.5				7.3		5		2		36.3536148071						400		3		31.1

		10		2		36.7				9		5		3		36.0312690735

		10		0		40				4.5		5		1		36.6278114319						MEAN CT VALUE BY SEEDING		STDEV SEEDING

		10		0		40		90		20.8		10		3		36.9		0.7				10 OOCYSTS

		10		3		33.8384284973				59.3		10		3		36.7		1.1				39.2945454545		1.2392849845

		10		3		35.3739967346				34.2		10		1		36.91		3.4				200 OOCYSTS

		10		3		34.3486175537				48.7		10		2		35.5		1.7				36.3436363636		1.0130870913

		20		3		34.38				335.2		10		3		35.6069374084		1.9				MEAN REPLICATES POS/SEEDING

		20		3		34				56.7		10		2		36.0325431824		3				10 OOCYSTS

		20		3		33.8				116.4		10		2		34.7187843323		3.5				0.2727272727		0.4670993665

		20		3		34.58						10		3		34.644618988		4.8				200 OOCYSTS

		200		3		33.68						20		2		37		79.4				2.2727272727		0.9045340337				copies/2ul reaction

		200		3		31.31						20		3		35.1		201.7		INDONESIA												% RECOVERY

		200		3		32						20		3		35		160				5		2		35.8		7.9				58.3333333333

		200		3		32.5						20		3		34.5						5		2		36.3		6.3

		200		3		29.6						200		3		30.94						5		1		37.4		2.7

		200		3		32.3						200		3		31.81						5		2		37		2.1

		200		3		31.2						200		3		31.23						5		2		36.9		2.2

												200		3		30.3						5		1		35.5		2.1

												200		3		29.9						5		0		38.4		0.7

												200		3		30.4						5		2		37.2		1.3

												200		3		30.7						5		0		40		0

		MEAN CT VALUE BY SEEDING		STDEV SEEDING								MEAN CT VALUE BY SEEDING		STDEV SEEDING								5		0		40		0

		5 oocysts										5 oocysts										5		0		40		0

		36.3388090134		1.2276428442								35.1125377655		1.380716737								5		0		40		0

		10 OOCYSTS										10 OOCYSTS										10		3		35.82		3

		36.5201303482		2.4590082438								35.8766104889		0.9173275442								10		2		37.16		0.8

		200 OOCYSTS										200 OOCYSTS										10		0		40		0

		31.7985714286		1.275048085								30.7542857143		0.637700482								10		3		36.1		7.3

		MEAN REPLICATES POS/SEEDING										MEAN REPLICATES POS/SEEDING										10		3		35.1		12

		5  OOCYSTS										5  OOCYSTS										10		0		40		0

		2		0.755928946								2		0.755928946								10		3		35.7		7.9

		10 OOCYSTS										10 OOCYSTS										10		3		37		3.6

		2		1.3093073414								2.375		0.7440238091								10		3		35.5		9.4

		200 OOCYSTS										200 OOCYSTS										10		3		36		6.8

		3		0								3		0								10		0		39.5		0.8

																						20		2		36.97		1.1

																						20		1		37.66		0.8

		NEPAL VERSUS INDONESIA										NEPAL VERSUS INDONESIA										20		3		36.47		2.05

		RASPBERRIES CT VALUES		T TEST		SIGNIFICANT						CILANTRO CT VALUES		T TEST		SIGNIFICANT						20		3		37.4		2.7

		10 OOCYSTS		0.1002749782								10 OOCYSTS		0.000000118								20		3		35.8		7.7

		200 OOCYSTS		0.0001669556								200 OOCYSTS		0.0000007895								20		3		35.8		7.8

										ct values												20		3		35.3		10.2

		NEPAL VERSUS INDONESIA						ns				NEPAL VERSUS INDONESIA										20		3		36.3		5.7

		RASPBERRIES REPLICATES VALUES		T TEST		SIGNIFICANT						CILANTRO REPLICATES VALUES		T TEST		SIGNIFICANT						20		1		36.3		5.4

		10 OOCYSTS		0.0023400683								10 OOCYSTS		0.0000001046								20		3		34.08		22.5

		200 OOCYSTS		0		NS						200 OOCYSTS		0		NS						200		3		32.78		30.6				100

																						200		3		32.67		34.3

		NEPAL																				200		3		33.26		19.5

				CILANTRO VERSUS RASPBERRIES NEPAL								CILANTRO VERSUS CARROTS NEPAL										200		3		31.5		117.1

		ct values		10 OOCYSTS		0.018130088						10 OOCYSTS		0.6391219265		ns						200		3		32.2		77.9

				200 OOCYSTS		0.2467957533						200 OOCYSTS		0.000121779		CARROTS LOWER CTS						200		3		33.3		36.1

										replicate number												200		3		32.05		82.7

								all same														200		3		31.9		92.9

				RASPBERRIES VERSUS CARROTS NEPAL

		ct values		10 OOCYSTS		0.0240086626																MEAN CT VALUE BY SEEDING		STDEV SEEDING

				200 OOCYSTS		0.0041921073		significant in replicat at 200 oocysts even in 100% samples positive														5 oocysts

																						37.875		1.7363100896

				CILANTRO VERSUS RASPBERRIES NEPAL								CILANTRO VERSUS CARROTS NEPAL										10 OOCYSTS

		replicate number		10 OOCYSTS		0.3565458142						10 OOCYSTS		0.9146523847								37.08		1.8696951623

				200 OOCYSTS		0						200 OOCYSTS		0.020126522		significant in replicat at 200 oocysts even in 100% samples positive						200 OOCYSTS

																						32.4575		0.6505986254

				RASPBERRIES VERSUS CARROTS NEPAL																		MEAN REPLICATES POS/SEEDING

				10 OOCYSTS		0.3996241724		NS		ct values												5  OOCYSTS

				200 OOCYSTS		0.0274268678		TREND														1		0.9534625892

								SIGNIFICANT														10 OOCYSTS

																						2.0909090909		1.3751033019

																						200 OOCYSTS

																						3		0

		Indonesia						ns

				CILANTRO VERSUS RASPBERRIES INDOI				NS				CILANTRO VERSUS CARROTS iNDO

		ct values		10 OOCYSTS		0.4993338669		TREND NS				10 OOCYSTS		0.1130786258		ns

				200 OOCYSTS		0.0765045016						200 OOCYSTS		0.0002020511		VERY SIGNIFICANT

				5 OOCYSTS		0.0814721551		NS		replicate number		5 OOCSYST		0.0014169834		VERY SIGNIFICANT

								all same

								SAME

				RASPBERRIES VERSUS CARROTS INDO

		ct values		10 OOCYSTS		0.5793841825		NS

				200 OOCYSTS		0.5608930162

				5 OOCYSTS		0.0445311748		NS

				CILANTRO VERSUS RASPBERRIES INDO								CILANTRO VERSUS CARROTS INDO

		replicate number		10 OOCYSTS		0.4927854425						10 OOCYSTS		0.6042440428		NS

				200 OOCYSTS		NS						200 OOCYSTS		NS

				5 OOCYSTS		1						5 OOCTYSTS		0.0230503895		ns

				RASPBERRIES VERSUS CARROTS INDO

				10 OOCYSTS		0.8863420664

				200 OOCYSTS		NS

				5 OOCYSTS		0.0230503895





		INDONESIA				25 g						50 grm with 10 oocysts: 36.1, 40.7, 35.3								similar range to 25 g				copies:		1.7462972403		1.6765786409

		No oocysts seeded		No positive replicates		Ct values (Mean+- SD)		close to pos		copies /2ul DNA		stdev copies				IAC if MLV		stde iac		VERY SMALL PELLETS IN SET 1 AND PARTICULARLY IN 3 (SEE PHOTOS)

		0		0												25.81		0.04

		5		0												25.95		0.15

		5		0												26.06		0.1

		5		0												25.79		0.1

		5		0												25.69		0.03

		10		3		34.96±0.7				4.8904681206		2.7920506001				25.92		0.06

		10		2		37.7±0.3				0.5111954808		0.1157338098				25.81		0.15

		10		0						1.5236513615		2.1447079182				25.62		0.08

		10		1		35.4		43		3.0401887894						25.81		0.12

		200		2		34.6±0.4				6.0424551964		1.750418663		low recovery		25.68		0.07

		200		3		33.0±0.2				21.7484493256		4.1911168098				25.64		0.13

		200		3		33.6±0.6				14.2551956177		7.6449217796				25.57		0.28

		0		0												26.99		0.12

		5		2		37.1±0.5				0.8108482361		0.3228524327				26.82		0.17

		5		2		37.1±0.2				0.7816340327		0.1113020703				27.63		0.32

		5		0												26.3		0.09

		5		3		37.0±0.6				0.9196086526		0.38271299				26.49		0.11

		10		3		35.6±0.5				2.6920337677		0.9354568124				26.52		0.22

		10		0												26.68		0.18

		10		3		33.9±0.2				9.2659749985		1.8354870081				25.2		0.14

		10		3		35.5±0.3				2.7460343838		0.6315577626				25.92		0.22

		200		3		32.8±0.2				22.3097896576		3.6484291553				25.3		0.17

		200		3		31.6±0.2				54.2442932129		10.1064329147				25.46		0.07

		200		3		31.5±0.3				59.2951927185		12.7425489426				25.95		0.1

		0		0		0										25.12		0.27

		5		1		37.6		38.3		1.0278331041		0.3351860046				25.34		0.24

		5		0		0				0		0				25.35		0.31

		5		2		36.6±1.3				2.7832326889		2.1105556488				25.07		0.08

		10		0												25.1		0.12

		10		1		37.22				1.6097887754						25.12		0.18

		10		0												25.25		0.25

		200		3		32.5±0.03				34.3594322205		0.785533905				25.06		0.15

		200		3		32.9±0.2				25.089630127		3.122897625				25.05		0.12

		200		3		35.2±0.9				6.6074280739		3.3259952068				25.33		0.09

		200		3		33.6±0.45				16.7403488159		4.5374994278				25.33		0.13





		indonesia oocysts

						oocysts		replicates		ct value		stdev		quantity		stde quantity		total recovered (67.1ul DNA)				IAC -if MLV		stde iac		pos-neg

		parsley		Indonesia		0		0		und								0				25.31		0.19		0

		parsley		Indonesia		5		3		37.3		1.28		2.01		1.64		134.871				25.42		0.23		1

		parsley		Indonesia		5		3		36.6		0.75		2.85		1.31		191.235				25.86		0.25		1

		parsley		Indonesia		5		2		37		0.68		2.04		0.89		136.884				25.34		0.07		1

		parsley		Indonesia		5		3		36.6		1.66		3.5		2.4		234.85				25.08		0.2		1

		parsley		Indonesia		10		3		33.9		0.48		15.6		4.9		1046.76				25.3		0.02		1

		parsley		Indonesia		10		3		35.8		0.87		4.7		2.6		315.37				25.12		0.03		1

		parsley		Indonesia		10		2		34.8		0.2		8.3		1.1		556.93				24.67		0.12		1

		parsley		Indonesia		10		3		34.3		0.45		11.8		3.4		791.78				25.06		0.4		1

		parsley		Indonesia		200		3		30.92		0.06		111.8		4.4		7501.78				25.07		0.26		1

		parsley		Indonesia		200		3		30.4		0.12		160.5		12.9		10769.55				25.01		0.2		1

		parsley		Indonesia		200		3		30.7		0.4		127.4		33.9		8548.54				24.65		0.19		1

		parsley		Indonesia		0		0														24.69		0.31		0

		parsley		Indonesia		5		2		35.8		1.14		4.59		3.22						24.83		0.21		1

		parsley		Indonesia		5		2		37.29		0.21		1.45		0.2						25.4		0.17		0

		parsley		Indonesia		5		3		36.9		1.26		2.51		2.28						24.94		0.04		1

		parsley		Indonesia		10		3		36.69		0.92		2.5		1.64						24.69		0.15		1

		parsley		Indonesia		10		3		35.25		0.27		5.8		1.04						24.68		0.26		1

		parsley		Indonesia		10		1		37.04		0.9		1.19								24.59		0.44		1

		parsley		Indonesia		200		3		30.3		0.13		157.9		13.6						24.5		0.06		1

		parsley		Indonesia		200		3		30.36		0.16		152.1		16.3						24.6		0.16		1

		parsley		Indonesia		200		3		30.28		0.27		162.1		30.46						24.81		0.19		1

		parsley		Indonesia		200		3		30.09		0.16		182.6		19.36						24.47		0.016		1

		parsley		Indonesia		200		3		30.53		0.23		136.1		20.7						24.5		0.19		1

		parsley		Indonesia		200		3		31.03		1.46		124.7		82.1						24.1		0.28		1

		parsley		Indonesia		0		0		0				0				0				24.8		0.07		0

		parsley		Indonesia		5		0		und				0				0				25.58		0.27		0

		parsley		Indonesia		5		0		und				0				0				25.35		0.24		0

		parsley		Indonesia		5		1		37.46				1.6				107.36				26.46		0.14		1

		parsley		Indonesia		10		3		34.52		0.1		10.61		0.6		711.931				25.25		0.067		1

		parsley		Indonesia		10		0		und				0				0				24.98		0.15		0

		parsley		Indonesia		10		3		35.46		1.63		7.75		5.21		520.025				25.28		0.17		1





		type of produce		isolate used		oocyst number		number positive replicates (of 3)		mean ct value (triplicates) if 0 NA		std dev ct values		mean copy number (triplicate)		stde quantity		total quantity		IAC if needed		std IAC		pos-neg

		basil		Indonesia		0		0										0		26.1		0.23		0

		basil		Indonesia		5		3		36.2		1.28		3.66		3.047		245.586		25.87		0.38		1

		basil		Indonesia		5		1		37.4				0.97				65.087		26		0.267		1

		basil		Indonesia		5		0										0		25.82		0.15		0

		basil		Indonesia		5		3		36.5		1.29		3		2.03		201.3		25.65		0.24		1

		basil		Indonesia		10		3		36.1		0.6		2.75		1.27		184.525		25.76		0.13		1

		basil		Indonesia		10		3		32.9		1.96		49.95		66.87		3351.645		25.84		0.21		1

		basil		Indonesia		10		3		35		0.78		6.16		2.083		413.336		25.58		0.17		1

		basil		Indonesia		10		3		34.15		0.24		10.41		1.77		698.511		25.44		0.23		1

		basil		Indonesia		200		3		30.7		0.08		122.4		7.5		8213.04		25.45		0.23		1

		basil		Indonesia		200		3		30.83		0.004		111.7		0.39		7495.07		25.88		0.25		1

		basil		Indonesia		200		3		30.89		0.16		107.1		11.64		7186.41		25.68		0.19		1

		basil		Indonesia		0		0										0		25.4		0.1		0

		basil		Indonesia		5		0		39.2								0		25.5		0.8		0

		basil		Indonesia		5		3		35.6		0.6		3.9		1.7		261.69		25.8		0.05		1

		basil		Indonesia		5		2		37.04		0.7		1.4		0.68		93.94		25.2		0.2		1

		basil		Indonesia		5		2		35.4		0.1		4.2		0.3		281.82		25.2		0.7		1

		basil		Indonesia		10		3		35.9		1.33		3.85		2.6		258.335		25.1		0.3		1

		basil		Indonesia		10		3		35.2		0.2		5.1		0.7		342.21		26.4		0.4		1

		basil		Indonesia		10		3		36.13		1.2		3.2		2.2		214.72		25.8		0.9		1

		basil		Indonesia		10		3		35.6		0.7		3.9		1.95		261.69		26.4		0.8		1

		basil		Indonesia		200		3		30.5		0.4		147		35.2		9863.7		27.1		0.2		1

		basil		Indonesia		200		3		32.7		0.2		29.2		3.6		1959.32		27.2		0.5		1

		basil		Indonesia		200		3		30		0.1		209.9		9.7		14084.29		24.9		0.1		1

		basil		Indonesia		0

		basil		Indonesia		5		3		34.68		0.65		7.16		1.99		480.436		25.59		0.25		1		not in report table

		basil		Indonesia		5		2		35.94		0.56		3.92		1.02		263.032		25.59		0.6		1

		basil		Indonesia		5		0						0		0		0		25.62		0.91		0

		basil		Indonesia		10		3		35.12		0.36		5.65		0.98		379.115		25.41		0.05		1

		basil		Indonesia		10		3		34.15		0.51		9.1		2.3		610.61		25.5		0.19		1

		basil		Indonesia		10		3		35.03		0.87		6.2		2.2		416.02		26.68		0.35		1		not in report table

		basil		Indonesia		200		3		31.96		0.39		25.06		4.61		1681.526		26.17		0.03		1

		basil		Indonesia		200		3		31.02		0.04		38.5		0.77		2583.35		26.25		0.22		1

		basil		Indonesia		200		3		30.1		0		41.5		30.36		2784.65		25.83		1.09		1

		basil		Indonesia		200		3		35.13		0.46		19.8		24.5		1328.58		24.66		0.34		1
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# oocysts 18S No. positive qPCR 
reactions 

(out of 3 replicates)

18 S CT

value
IAC CT value* 

0 0 Und 25.2±0.1
0 0 Und 24.7±0.2
0 0 Und 25.1±0.1
0 0 Und 25.0±0.2
0 0 Und 25.0±0.0
0 0 Und 24.8±0.2
0 0 Und 25.0±0.1
0 0 Und 25.2±0.0
5 2 36.3±1.3 24.2±0.1
5 2 37.0±1.1 25.8±0.1
5 2 36.9±0.5 26.1±0.2
5 1 35.5 25.9±0.3
5 0 Und 25.7±0.1
5 2 37.2±1.1 25.8±0.1
5 0 Und 25.9±0.1
5 0 Und 25.7±0.1
5 0 Und 25.3±0.2
5 0 Und 25.1±0.1

10 3 35.8±0.04 25.9±0.1
10 2 37.2±0.02 25.8±0.1
10 0 Und 25.7±0.3
10 3 36.1±1.23 24.5±0.05
10 3 35.1±0.2 24.5±0.05
10 0 Und 24.6±0.1
10 3 35.7±0.07 24.3±0.0
10 3 37.0±0.6 24.1±0.2
10 3 35.5±0.7 24.3±0.1
10 0 39.5** 24.2±0.1
20 2 37.0±0.8 25.4±0.0
20 1 37.7 25.6±0.2
20 3 36.5±0.8 25.5±0.1
20 3 37.4±0.4 24.2±0.2
20 3 35.8±0.6 24.4±0.4 
20 3 35.8±0.6 24.4±0.0
20 3 35.3±0.2 24.2±0.1
20 3 36.3±0.6 24.0±0.1
20 1 36.3 24.2±0.1
20 3 34.1±0.2 24.2±0.1

200 3 31.5±0.2 25.5±0.1
200 3 32.2±0.4 25.8±0.6
200 3 33.3±0.3 25.4±0.0
200 3 32.1±0.2 24.2±0.1
200 3 31.9±0.2 24.2±0.0
200 3 32.8±0.8 24.1±0.2
200 3 32.7±0.9 24.2±0.2
200 3 33.3±0.4 24.1±0.1

CARROTS-MATRIX EXTENSION

Matrix
(Indonesia)

Oocysts 
seeded

No. of 
Samples 

tested
No. of samples positive 

by qPCR:

Shredded 

Carrots     (25 

grams)

0 8 0 0%

5 10 5 50.0%

10 10 7 70.0%

20 10 10 100.0%

200 8 8 100.0%

Disclaimer: This is a scientific presentation. Questions about 
compliance and enforcement will not be answered by the speakers.



www.fda.gov

Matrix extension in carrots versus MLV results

Matrix
Seeding 

Level

Positive 
samples    

(80 tested) % positives

cilantro

0 0 0.0%
5 25 31.3%
10 64 80.0%
200 80 100.0%

raspberries

0 0 0.0%
5 40 50.0%
10 72 90.0%
200 80 100.0%

Matrix
(Indonesia)

Oocysts 
seeded

No. of 
Samples 

tested
No. of samples 

positive by qPCR:

Shredded 

Carrots     

(25 grams)

0 8 0 0%

5 10 5 50.0%

10 10 7 70.0%

20 10 10 100.0%

200 8 8 100.0%

Technique approved for regulatory use on carrots by MMVS in February 2017

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the 
speakers.

http://www.google.com/url?sa=i&rct=j&q=&esrc=s&source=images&cd=&cad=rja&uact=8&ved=0CAcQjRw&url=http://livingprettynaturally.com/natural-oil-sunscreens-what-you-need-to-know/&ei=lC9BVcKWFPKxsASA4IDgCw&bvm=bv.92189499,d.eXY&psig=AFQjCNEv5t89L5fOj5x8E7B2rxfqKdJhcQ&ust=1430421779275498
http://www.google.com/url?sa=i&rct=j&q=&esrc=s&source=images&cd=&cad=rja&uact=8&ved=0CAcQjRw&url=http://livingprettynaturally.com/natural-oil-sunscreens-what-you-need-to-know/&ei=lC9BVcKWFPKxsASA4IDgCw&bvm=bv.92189499,d.eXY&psig=AFQjCNEv5t89L5fOj5x8E7B2rxfqKdJhcQ&ust=1430421779275498
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FRESH HERBS MATRIX EXTENSIONS:
BASIL AND PARSLEY

BASIL: 
1999. Outbreak in Missouri. Leftovers of chicken 
pasta salad with basil. Microscopy and PCR positive.
2019: 241 cases in 11 states
PARSLEY: Not linked to C. cayetanensis outbreaks in 
USA 

The FDA planned a surveillance sampling for 2018 to determine the  prevalence of C. cayetanensis, 
Salmonella and E. coli in cilantro, basil and parsley.

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Basil-Matrix extension

Matrix
Oocysts 
seeded

No. of 
Samples 

tested
No. of samples positive 

by qPCR:

Basil

(25 grams)

0 8 0 0%

5 10 7 70.0%

10 10 10 100.0%

200 10 10 100.0%

Technique approved 
for regulatory use on 
basil by MMVS in June 
2017

18S No. positive qPCR reactions 
(out of 3 replicates)

18 S CT value IAC CT value* 

0 0 Und 26.1±0.2
0 0 Und 25.0±0.2
0 0 Und 25.4±0.1
0 0 Und 25.2±0.1
0 0 Und 25.3±0.1
0 0 Und 25.0±0.2
0 0 Und 25.5±0.1
0 0 Und 24.7±0.2
5 3 36.0±1.2 25.9±0.4
5 1 37.4 26.0±0.3
5 0 Und 25.8±0.1
5 3 36.2±1.3 25.6±0.2
5 0 39.2** 25.5±0.8
5 3 35.6±0.6 25.8±0.1
5 2 37.04±0.7 25.2±0.2
5 2 35.4±0.1 25.2±0.2
5 2 35.9±0.6 25.6±0.6
5 0 Und 25.6±0.9

10 3 36.1±0.6 25.8±0.1
10 3 32.9±1.9 25.6±0.2
10 3 35.0±0.8 25.6±0.2
10 3 34.1±0.2 25.4±0.2
10 3 35.9±1.3 25.1±0.3
10 3 35.2±0.2 26.4±0.4
10 3 36.13±1.2 25.8±0.9
10 3 35.6±0.7 26.4±0.8
10 3 35.1±0.4 25.4±0.1
10 3 34.1±0.5 25.5±0.2

200 3 30.7±0.1 25.4±0.2
200 3 30.8±0.0 25.9±0.3
200 3 30.9±0.1 25.7±0.2
200 3 30.5±0.2 27.1±0.2
200 3 32.7±0.2 27.2±0.5
200 3 30.0±0.1 24.9±0.1
200 3 32.0±0.4 26.2±0.1
200 3 31.0±0.12 26.2±0.2
200 3 30.1±0.1 25.8±1.1
200 3 35.1±0.5 24.7±0.3

Disclaimer: This is a scientific presentation. Questions about compliance 
and enforcement will not be answered by the speakers.
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Parsley-Matrix extension

# oocysts 18S No. positive qPCR 
reactions 

(out of 3 replicates)

18 S CT value IAC CT value* 

0 0 Und 24.8±0.15
0 0 Und 25.3±0.2
0 0 Und 24.5±0.04
0 0 Und 24.8±0.1
0 0 Und 24.7±0.1
0 0 Und 24.7±0.1
0 0 Und 24.7±0.3
0 0 Und 24.4±0.03
5 3 37.3±1.3 25.4±0.2
5 3 36.6±0.7 25.9±0.2
5 2 37.0±0.7 25.3±0.1
5 3 36.6±1.7 25.1±0.2
5 2 35.8±1.1 24.8±0.2
5 2 37.3±0.2 25.4±0.2
5 3 36.9±1.3 25.0±0.05
5 0 Und 25.6±0.3
5 0 Und 25.4±0.2
5 1 37.5 26.5±0.1

10 3 33.9±0.5 25.3±0.02
10 3 35.8±0.9 25.1±0.03
10 3 34.8±0.2 24.7±0.1
10 3 34.3±0.4 25.1±0.3
10 3 36.7±0.9 24.7±0.15
10 3 35.2.3 24.7±0.3
10 1 37.0 24.6±0.4
10 3 34.5±0.1 25.2±0.1
10 0 Und 25.0±0.15
10 3 35.5±1.6 25.3±0.2

200 3 30.9±0.1 25.1±0.3
200 3 30.4±0.1 25.0±0.2
200 3 30.7±0.4 24.6±0.2
200 3 30.3±0.1 24.5±0.1
200 3 30.4±0.2 24.6±0.2
200 3 30.3±0.3 24.8±0.2
200 3 30.1±0.2 24.5±0.02
200 3 30.3±0.2 24.5±0.2
200 3 31.0±1.5 24.1±0.3

Technique approved 
for regulatory use on 
parsley in June 2017

Matrix
Oocysts 
seeded

No. of 
Samples 

tested
No. of samples 

positive by qPCR:

Parsley

(25 

grams)

0 8 0 0%

5 10 8 80.0%

10 10 9 90.0%

200 10 10 100.0%

Disclaimer: This is a scientific presentation. Questions about 
compliance and enforcement will not be answered by the speakers.
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Lettuce and mesclun salad mix:
1997: USA, Florida
2002: Germany
2013: USA (2 states)  161 cases
2018: USA (16 states) 511 lab 
confirmed cases linked to a fast food 
restaurant chain. 
2019: clusters of illness (no number)

Regulatory positive sample in July 2018 in 
unused romaine/carrot mix  (FDA ORA lab)

Matrix Oocysts 
seeded

No. of 
Samples 

tested

No. of samples positive 
by qPCR:

Bagged pre-cut 

romaine Lettuce      

(25 grams)

0 8 0 0%

5 10 8 80.0%

200 8 8 100.0%

Bagged pre-cut romaine lettuce salad 
Matrix Extension Study 

Technique 
approved for 
regulatory use on 
romaine lettuce 
in 2018

Mixed bagged salads
Disclaimer: This is a scientific presentation. Questions about 
compliance and enforcement will not be answered by the speakers.
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Matrix No. oocysts 
inoculated

Mean 
CT

Mean 18S 
rRNA

(copies/react
ion )

% recovery

Blackberries 5 36.9±0.7 2.8±1.5 30.6±28.5
10 35.9±1.0 5.7±3.2 39.5±27.2

200 32.1±0.4 65.5±20.4 25.1±7.8
Strawberries 5 37.0±0.7 2.3±1.2 25.0±23.2

10 36.9±0.5 2.7±1.1 20.4±8.4
200 32.6±0.5 52.41±21.9 20.1±8.4

Blueberries 5 37.0±0.5 2.8±1.0 34.0±22.1
10 36.8±0.6 3.6±1.7 24.7±15.1

200 32.7±0.3 52.1±13.22 20.0±5.1
Raspberries 5 37.1±0.7 3.0±2.0 20.3±17.6

10 35.4±1.2 4.7±3.7 39.7±23.9
200 32.2±0.9 56.0±32.8 21.5±12.6

Fresh mixed 
berries

5 37.6±0.5 1.4±0.4 19.9±9.3
10 36.3±0.9 4.0±2.5 30.8±19.2

200 32.7±0.6 49.7±19.2 19.1±7.3

Validation in different fresh berries

blac
kb

err
ies

stra
wberr

ies

blueb
err

ies

rasp
berr

ies

mixe
d berr

ies
30

31

32

33

34

Ct Values for 200 Oocysts

Matrices

CT
 V

al
ue

s

Not significant differences in detection among berry types
Technique approved for regulatory use on blackberries by MMVS in February 

2020

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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The new validated method is appropriate for regulatory 
detection of Cyclospora cayetanensis in:

 Leafy greens such as lettuces, cilantro, parsley and basil

 Soft fruit such as raspberries and blackberries

 Shredded carrots, cabbage. Whole vegetables such as 
beans or peas

https://www.fda.gov/Food/FoodScienceResearch/LaboratoryMethods/ucm553445.htm

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.

Gathering these scientific data is important as FDA 
advances with the use of this method to estimate the 
prevalence of C. cayetanensis in different produce and to 
support outbreak investigations. 

https://www.fda.gov/Food/FoodScienceResearch/LaboratoryMethods/ucm553445.htm
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Method analysis in prepared dishes
 Cyclospora cayetanensis outbreaks are frequently associated with fresh

produce and prepared side dishes containing fresh produce and other
ingredients.
 The validated FDA method for detection of C. cayetanensis had not been evaluated for

use in prepared side dishes with multiple ingredients.
Methods that are optimized for one food category may not perform well in

other food categories.

Examples: 
- Coleslaw
- Mexican and Mediterranean dishes containing cilantro, basil and/or parsley 

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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The use of a higher concentration of Alconox improves the recovery 
of oocysts in coleslaw with dressing 

Method modification for detection of Cyclospora cayetanensis in 
coleslaw as a  prepared dish

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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Pico de gallo/salsa with cilantro: Method Modification in washing 
procedure

The results highlight the importance of 
evaluating the performance characteristics of 
the BAM Chapter 19b method in different 
food matrices to support outbreak 
investigations. 

Results detection in this matrix

Matrix
Oocysts 
seeded

No. of 
Samples 

tested

No. of samples 
positive by qPCR 

(%)

Pico gallo

25 grams

0 3 0 0%

5 11 9 81.8%

10 12 12 100%

200 11 11 100.0%

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.



www.fda.gov

OARSA Parasitology team:
Alex da Silva
Nese Cinar
Mauricio Durigan
Gopal Gopinath
Laura Ewing
Helen Murphy
Joyce Njoroge 
Emma Patregnani 

University of Maryland JIFSAN interns working on 
this project:

Angela Assurian
Alicia Shipley

Disclaimer: This is a scientific presentation. Questions about compliance and enforcement will not be answered by the speaker s.
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